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Describing the Release
of Sequence Data

RICHARD W. HYMAN'S LETTER ENTITLED
“Sequence data: posted vs. published” (2
Feb., p. 827) is not in accord with the data
release policies adopted by the National
Institutes of Health and the U.S. Depart-
ment of Energy. That policy statement be-
gins, “[The National Human Genome Re-
search Institute’s] policy for release and
deposition of DNA sequence data was de-
vised to make sequence data available to
the research community as soon as possi-
ble for free, unfettered use” (1).

Nowhere in that document is there any
implication that sequencing centers would re-
tain veto power over the use of prepublication
data in academic publications. Just the oppo-
site. The purpose of prepublication release is

SCIENCE'S COMPASS

to allow the academic community to make
full use of genome sequence data in all as-
pects of research as soon as possible. That
such work should result in academic publica-
tion is the goal of the data release policy. Se-
quencing centers uncomfortable with this da-
ta release policy were certainly free to seek
funding through other
sources, and at least
one center did just that,
with great success.

I disagree with Hy-
man’s statement that it
is easy to recognize pre-
publication data in
GenBank. GenBank
policy dictates that only
the depositing authors
can modify a sequence
entry, and many authors
fail to update entries to
reflect progress in the
peer review process. It
is difficult for database
providers to make these updates because the ti-
tle, authors, and journal may change in the
course of manuscript review and resubmis-
sion. Many entries in GenBank are annotated
as “unpublished submission,” when in fact pa-
pers describing the data by the authors who

“[P]republication
release...allow|s] the
academic community

to make full use of

genome sequence
data...as soon
as possible.”

deposited the sequence have appeared in the
peer-reviewed literature.

Sequence finishing is an ongoing process,
and we will undoubtedly be publishing revi-
sions and additional annotations on the hu-
man genome for many years. To delay publi-
cation of derivative work until a center signs
off on a final version is
not feasible, because
there will not be a fully
finished human
genome sequence for
many years to come, if
ever. Particularly for se-
quence in the draft
phase, the data are a
moving target. It is
therefore important that
publications based on
draft sequence cite the
source and date of the
entry.

Finally, submission
of data to GenBank is a
form of electronic publication (2). Data ap-
pear in GenBank only with the consent of a
submitting author or through journal scan-
ning. GenBank entries establish publication
date for patent purposes, and GenBank acces-
sion numbers are routinely used as a mecha-
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OVERVIEW

The Women's International Science
Collaboration (WISC) Program is funded
by the National Science Foundation (NSF)
and administered by the Program on
Europe and Central Asia of the American
Association for the Advancement of
Science (AAAS). Because the application
rate of women scientists and engineers to
the Central and Eastern Europe Program
of the Division of International Programs
has been disproportionately low, the goal
of this Program is to increase the partici-
pation of women as Pls and co-Pls in
international research projects. This
program provides grants to individual US
scientists who plan to establish new
research partnerships with their col-
leagues in Central/Eastern Europe (CEE)
and the Newly Independent States of the
former Soviet Union (NIS). The grant, up
to $4,000, will provide travel and living
support for the US woman scientist and,
when appropriate, an additional grant of
$4,000 to her American male or female
co-PI. Each scientist will be responsible
for arranging accommodations. The grant
does not cover salary or institutional
expenses (e.g. overhead). US scientists can
spend up to four weeks in the partner
country to develop a research program

and design. The grantee’s home institution
will be responsible for overseeing the
grantee’s adherence to NSF and federal
guidelines regarding administration of the
grant

ELIGIBILITY

Men and women scientists who have their
Ph.D.s or equivalent research experience
are eligible to apply. Applications from
male co-Pls must be accompanied by an
application from a female co-PI as part of
a US research team. They must be US cit-
izens or permanent residents of the US.
Male and female graduate students (Ph.D.
candidates) are also eligible to apply, if
they will be conducting research in an
established Ph.D. program in the US and
will be traveling with their Ph.D. advisor
and will serve as co-P1 on future propos-
als. Government employees can only
apply if they also are affiliated with anoth-
er institution eligible to receive NSF
grants (e. g. an adjunct professorship at a
university)

DEADLINES

March 15, 2001 (notification by May 1)
July 15, 2001 (notification by October 15)
January 15, 2002 (notification by

April 15)

INFORMATION

For questions, please contact Karen Grill at e-mail: kgrill@aaas.org ,.AL s,
For complete details of the WISC program and for

forms, please review our website at

<
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AAAS hup://www.aaas.org/international/eca/wisc.shtml O”m; g4

Update your library at:
wwwl.fatbrain.com/AAAS
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nism for attribution in the scientific literature.
To appropriate a database entry without attri-
bution and imply that the data were generated
de novo would be plagiarism, but to use data
from a public database as the basis for further
analysis is entirely appropriate and widely ac-
cepted within the academic community.

DAVID ). STATES
Department of Genetics, Center for Computation-
al Biology, Washington University School of
Medicine, St. Louis, MO 63110, USA. E-mail:
states@ccb.wustl.edu
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Structured Abstracts
for Technical Journals

OUR READING OF THOUSANDS OF
technical journal abstracts in myriad disci-
plines shows substantial information non-
uniformity in the nonmedical records’ ab-
stracts. They can vary in information vol-
ume, information categories, and informa-
tion clarity. Commonly, research purpose,
results achieved, and potential applications
are not evident.
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We do not find these problems in the bulk
of the medical literature. Most medical jour-
nals require that authors address canonical
categories in the abstract and full-text article,
based on recommendations made over a
decade ago (/). The experience of the medi-
cal community with these structured abstracts
has been well documented (2). Structured ab-
stracts are slightly longer than unstructured
ones, have slightly longer underlying articles,
and have more useful information content.
They produce no negative impact on creativi-
ty or originality and are widely accepted as a
positive improvement.

The advantages of structured abstracts are
so obvious, we do not under-
stand why they have not been
implemented in the nonmedical
journals. The costs are minimal
and the potential benefits
would be substantial. We rec-
ommend that all technical jour-
nals require the following
generic structured abstract cat-
egories for both original re-
search and review articles:
Background, Objectives, Ap- |
proach, Results, and Conclusions. Each jour-
nal could also establish subcategories to ac-
centuate information of value to its unique

discipline, as many medical journals have
done.
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CORRECTIONS AND CLARIFICATIONS

NETWATCH: “Latin America
Field Guide” (4 May, p. 815).
The bird in the photo accompa-
nying the item is a tufted co-
quette, not a dark-rumped petrel.

REVIEW: “Genealogical and evolu-
tionary inference with the human Y
chromosome” by M. P. H. Stumpf
and D. B. Goldstein (2 Mar., p.
1740). In column 3, paragraph 2,
headed “Ancestral haplotypes and
present variation,” the last sentence should
have read “...nodes 1 through 4 back to the
node at time T3, not “...at time T,
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The National Cell Culture Center is a non-profit resource sponsored by the NIH to support basic research by providing
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