system for the review and authorization of
releases into the environment of genetically
modified organisms and promoted research
into, and collection of data regarding, the
effects of such releases. The bill would have
provided the Environmental Protection
Agency (EPA) and the Department of Ag-
riculture (USDA) with clear legal authority
to review the environmental effects of genet-
ically modified organisms before granting
permits for their research or commercial use.
The bill used the definition of “genetically
modified organisms™ adopted by the science
advisory committees of EPA and USDA
(7). Under the bill, the regulations would
have expired in 7 years—a sufficient time for
more to be learned about the risks involved
and for public confidence in the biotechnol-
ogy industry to be garnered.

Risk-based oversight has always been the
goal of regulation, but it cannot be achieved
through the decree of “experts.” By advo-
cating self-regulation that would limit the
data available to regulators and the public,
Miller et al. propose that we substitute as-
sumptions for data and theory for experi-
ence. That is not the way to win the bio-
technology race.

GREG SIMON*
710 Hankin Street,
Silver Spring, MD 20910
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Westinghouse Winners

I read with great interest a recent piece
about the statistics of recent winners of the
Westinghouse Science Talent Search (STS)
(Briefings, 22 Feb., p. 871). I was a 1969
STS winner. I did not fit the profile then,
and I would not fit it now. I went to an
ill-equipped Alabama high school (at the
time I won, no one in the state could
remember an Alabama winner; I do not
know whether I was really the first). But I
did have an enthusiastic science teacher al-
ways there pulling for me. Not only were
neither one of my parents identified as
“Doctor,” neither had even a high school
diploma. But they were also there encourag-
ing, supporting. I sincerely believe that
wherever an inquisitive, determined student
is, there is a way of pursuing science, al-
though it may mean literally knocking on
doors in the pursuit. From my experiences
as a Peace Corps Volunteer and a AAAS
Science and Diplomacy Fellow, and now as
a development professional working in In-
dia, I am indeed convinced that life is not
fair. But science fair judges (and I have done
some of this myself) can ferret out the
understanding from the merely rote and the
true pursuit of science from the merely
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procedural using the latest technology.
Surely the scientists working with the STS
and other science competitions can recognize
and reward the students doing science against
all odds without punishing those who have
had the advantages. If we cannot, then we do
not have the objectivity we lay claim to.
ANDREA YATES BLUMBERG
New Delhi ID 9000,
U.S. Agency for International Development,
Washington, DC 20521-9000

Museum Molecular Lab

I was pleased to see treatment of an
important trend in museum research toward
molecular systematics (“Systematics goes
molecular” (Research News, 22 Feb., p.
872). I must point out, however, that the
discussion of the facility at the American
Museum of Natural History does not fully
reflect this institution’s commitment to mo-
lecular systematics. The new laboratory is a
$1.8-million state-of-the-art facility for DNA
sequencing, with bench space for more than
a dozen researchers. Contrary to a statement
in the article, our molecular lab is the essence
of centralization. It is placed within the mu-
seum at the crossroads of three scientific

departments. We find this advantageous over

arrangements at some other institutions

where the molecular facility is off-site and less
accessible to much of the museum staff.

MICHAEL NOVACEK

Vice President and Dean of Science,

American Museum of Natural History,

Central Park West at 79th Street,

New York, NY 10024-5192

Molecular Structure of Charybdotoxin:
Retraction

Shortly after our paper of 3 August 1990
on the molecular structure of charybdotoxin
(1) was published, two independent deter-
minations of the structure of this molecule
appeared (2) that were similar to each other
and in strong disagreement with ours. We
have obtained new data and find that some
spectral features depend on solvent condi-
tions, which explains some differences be-
tween our data and those of the other groups.
More important, we conclude that we most
probably misassigned an important sequence
of amino acids, as suggested by Bontems et al.
(3). Therefore, we withdraw our previously
reported structure (1) and regret any incon-
venience it may have caused. We thank F.

Toma for sending us a copy of his paper
before publication and for discussions.

WALTER MASSEFSKI, JR.

ALFRED G. REDFIELD

Graduate Department of Biochemistry,

Brandeis University,

Waltham, MA 02254-9110

DEennis R. HARE

Hare Research, Inc.,

Woodinville, WA 98072

CHRISTOPHER MILLER

Graduate Department of Biochemistry,

Brandeis University
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Erratum: In the report “Free encrtﬁy and temperature
dependence of electron transfer at the metal-electrolyte
interface” by C. E. D. Chidsey (22 Feb., p. 919), the axis
label in figure 3B should have been “Time (s),” not
“Time (ms).” Also, the text following equation 8 should
have read, “where C = (kgT/4m\) and g(x) =

N xe(E - E")]?
eXp —Cmr|x — '—kB—T
1 + exp(x)
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Operon Technologies announces the avail-
ability of Random Amplified Polymorphic
DNA (RAPD"™) primer kits. Developed
by du Pont, RAPD" is a revolutionary new
genetic mapping technology that has con-
siderable advantages over RFLP methods.
The RAPD"™ technique uses single 10-base
oligonucleotide primers to amplify DNA
polymorphisms, which are useful as genetic
markers (Williams et al. Nucleic Acids Res.,
18 6531-6535). Operon Technologies now
has hundreds of RAPD™ primers available for
immediate shipment at economical prices.

Call for details.
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