TableCurve
One step fits

221 equations to

your X-Y data.
Automatically.
In less than
7 seconds.*

With TableCurve™ finding the best formula to
fit your data couldn't be simpler...or faster.

® Flexible Data Input - input from Lotus”,
dBase’; ASCII and many other file
formats, or manually from the keyboard.

u Data Manipulation — smooth data,
weight data, or apply standard math
calculations.

m Curve Fitting — 221 candidate equations
including Gaussian, log-normal, sigmoidal,
sine, and user-defined—ranked by best fit
and interactively displayed.

800-874-1888
415-924-8640

u Speed* — an 8MHz PC AT, with math
coprocessor, will process 221 equations
(50 data points) in 6.8 seconds.

More powerful systems are much faster.

s Quiput - supports most dot-matrix
and LaserJet” printers. Output directly
to SigmaPlot 4.0", Lotus, ASCII, and
other formats.

» Quality Interface — pull down menus,
mouse support and more.
To find out more about TableCurve or other

scientific and engineering software from
Jandel, just give us a call.
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chastic in that the time-varying, random dy-

namics of the three cell populations are

modeled, providing outputs that also are

probabilistic. An attractive feature of discrete-

time models is that the underlying mathemat-

ical expressions have a recursive form that

makes for computational simplicity on digital

computers. If analog computers were the

norm, continuous-time simulation models

would be more practical. As it is, these mod-

els require numerical integration schemes that
are based on discrete-time analogs.
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Asians and UCLA Admission

The headline “Anti-Asian bias seen at
UCLA?” (Briefings, 12 Oct., p. 204) is more
than a small stretch of the truth. During
some 30 months of detailed investigation,
the Office for Civil Rights of the Depart-
ment of Education looked at “84 separate
graduate programs with 95 separate admis-
sions processes.” The office found “a statis-

- tical disparity” in one case, thereby clearing

the university of the charge of “anti-Asian

bias” in 99% of the cases. Even the single

deviant case is dubious, since the admission

process in any university department in-

volves warranted judgments on qualities not

readily quantified. The overall record is

clear: the University of California at Los

Angcl& is a national leader in Asian-Amer-
ican access to higher education.

BurtOoN R. CLARK

Department of Education,

University of Califonia,

Los Angeles, CA 90024-1521

Erratum: The last sentence of David Hamilton’s 21
December News & Comment article program:
Bhnepnntfonmblguxty"(p 1654) ! have read, “Tt

will reconvenc in 6 months

massesNASAs progus

Erratum: The first sentence of the abstract of the report

“Conttolof mating signal transduction by 2 mam-

miczpmrandG,asubumt”byK.
ngetal (SOct. wasmoorrecdypnnmd.lt
m:studlcv:f mw-acuom,dnehuma_n
Bzadlmﬂglcreocpmt( AR) has been expressed in

Erratum: The last name of the eleventh author of the
rcport“lnh:bmonofl-lIVIrcphunon by a nonnucle-

reverse transcriptase inhibitor” by V. J. Merluzzi et
al (7Doc,p 1411) was incorrectly printed. That author

SCIENCE, VOL. 251





