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1995. The species or family names of more
than 800 samples have been identified, and
the results have been presented to the IWC’s
Technical Committee or its Scientific Com-
mittee. Japan is also developing a system to
detect illegal trafficking in whale products
based on registration of DNA profiles, simi-
lar to the Norwegian DNA register system.
In regard to western North Pacific and
Antarctic minke whales sampled during sci-
entific surveys by JARPN and JARPA,
Japan has begun genetic labeling for these
samples. In addition, Japan has been collect-
ing DNA profile data from by-catches,
strandings, and stockpiles of cetacean
species. We believe that continuous molecu-
lar monitoring and an inclusive registration
of DNA profiles will contribute to avoiding
or greatly reducing illegal whale hunting
and trading in whale products in Japan.
Mutsuo Goto*
Seiji Ohsumi'
The Institute of Cetacean Research, Tokyo-Suisan
Building, 4-18, Toyomi-cho, Chuo-ku, Tokyo 104-
0055, Japan. E-mail: goto@i-cetacean-r.or.jp and
ohsumi@i-cetacean-r.or.jp

*To whom correspondence should addressed.
Director General

Further Scrutiny of
Scientific Whaling

Normile reports on Japan’s expanded scien-
tific whaling program and notes that “‘Cana-
da, the United States, the Soviet Union,
South Africa, and Japan were among sever-
al countries that [conducted scientific whal-
ing] before 1982 [the year the IWC passed
the worldwide commercial moratorium on
whaling], but in recent years Japan has
stood alone.” Although true, this statement
omits three equally important points.

First, Iceland and Norway exploited the
scientific whaling provision allowed by the
IWC. Between 1986 and 1994 both countries
killed 651 whales in the name of science (/),
and between 1987 and 1991 Japan imported
4146 metric tons of whale meat, including
4036 tons of research whale meat from Ice-
land (2). More meat might have been export-
ed, but in 1986 the IWC passed a resolution
on scientific whaling that recommended that
“the meat as well as the other products should
be utilised primarily for local consumption.”
Iceland withdrew from the IWC in 1992, and
Norway reinitiated commercial whaling for
minke whales in 1993 under its objection to
the IWC commercial moratorium.

Second, the number of whales killed in
scientific whaling programs before the com-
mercial moratorium was at most in the low
hundreds, and these programs were of limit-
ed duration. The Japanese started research
whaling for Antarctic minke whales in the
austral summer of 1987/88, which is when
the commercial moratorium began. They

have killed 4595 minke whales so far (/) and
are about to start whaling for the 14th year
(the first 2 years were called a “feasibility
study”). The Antarctic minke whale research
program is scheduled to continue until the
2003/04 season. In the North Pacific, the
Japanese started research whaling on minkes
in 1994 and have killed more than 500
whales (7). Since the 1987/88 season,
Japan’s research whaling program has taken
5181 whales, about 2.4 times as many as
were taken between 1949 and 1987 by all
other countries combined.

Third, the IWC established a Southern
Ocean Sanctuary in 1994 (Japan was the only
member nation that voted against it), but
since then Japan has continued to take all of
its annual catch of Antarctic minke whales
within the sanctuary boundary, despite re-
peated requests by IWC that it not hunt there.

Robert L. Brownell Jr.

Michael F.Tillman
Southwest Fisheries Science Center, Post Office
271, La jolla, CA 92038, USA. E-mail: robert.
brownell@noaa.gov and michael.tillman@
noaa.gov

Giuseppe Notarbartolo di Sciara
Istituto Centrale per la Ricerca Applicata al Mare,
Via di Casalotti 300, 00166 Roma, Italia. E-mail:
disciara@tin.it

Per Berggren
Department of Zoology, Stockholm University, S-
106 91 Stockholm, Sweden. E-mail: per.berggren@
zoologi.su.se

Andrew ). Read
Nicholas School of the Environment, Duke Univer-
sity Marine Laboratory, Beaufort, NC 28516, USA.
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Bureau of Iceland, Foreign Trade, Reykjavik, Iceland.

Publication Rights for
Sequence Data Producers

Lee Rowen and colleagues highlight in their
Policy Forum (15 Sept., p. 1881) their con-
cerns with the publication of articles contain-
ing information derived from publicly avail-
able sequence data that have not yet been
published in peer-reviewed primary papers.
They refer to two review articles (/, 2) on the
murine major histocompatibility complex
(MHC) that were published before any pri-
mary papers from the data producers. In both
cases, great care was taken to ensure that the
source of primary sequence data was ac-
knowledged in accordance with the guide-
lines set out by the hosting databases, the
labs that produced the primary sequence
were credited, and the European Molecular
Biology Laboratory/GenBank accession
numbers were quoted. It should be noted that
Rowen’s lab was one of those involved in the
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primary sequencing efforts, and the decision
to publish was taken after a period of consul-
tation with all those involved, including an
offer of coauthorship. Although rejected, this
latter offer is in line with the “agreeable op-
tions” for etiquette-led protocols on use of
third-party database entries or annotations.
At present, there is no worldwide policy
governing the use of sequence data publicly
available on genome databases. A major
factor that was taken into consideration in
the cases referred to above was the length of
time that the primary sequence had been
available in the public domain. We recog-
nize that the value of work done by labs that
contribute to publicly available genome data
goes far beyond their skill in identifying and
sequencing genes, and that they deserve pri-
ority in bringing the wider impact of these
analyses to the primary literature. For the
two MHC review papers referred to here,
however, most of the primary sequences
were deposited in the databases before the
end of 1998. Sufficient time had therefore
elapsed for the sequence producers to pre-
pare, submit, and publish primary papers.
We welcome the guidelines suggested by
Rowen and colleagues in their Policy Forum.
However, as they themselves admit, there
will be instances where data producers do

SCIENCE'S COMPASS

not publish their analyses within a reason-
able time frame and that disputes will occur.
They suggest that the research community
develop a policy with guidelines about the
kinds of analyses for which data producers
can claim priority. Additionally, we would
argue for a “statute of limitations” on such
priority that would define a “reasonable time
frame” in which sequence producers can
publish their analyses of primary data. After
this set time frame—say, a year after public
release of the sequence—third parties would
have the right to use the data freely.

Elaine Bell*
Immunology Today, Elsevier Science London, 84
Theobald'’s Road, London WC1X 8RR, UK
*Editor
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Response

In our Policy Forum, we argued that the
producers of freely available sequence data
should have the right to define the scope of
the primary paper they intend to write once
the data-gathering effort is completed. Our
discussion was prompted by the publication
of the two review articles to which Bell, the
editor of Immunology Today, refers. Al-
though she is correct in stating that the data

had been released for a considerable period
of time, Bell does not address a key point
of dissension, namely that the sequencing
projects that were reviewed in the articles
were not finished. In the case of Yu et al’’s
review, it consisted of a comprehensive
analysis of half of the human and mouse
MHC class III region, an analysis that re-
lied heavily on the annotation we provided
with the data entries. The review was writ-
ten while we were still sequencing the other
half of the region. In the case of the review
by Allcock et al., it included a comprehen-
sive map and gene table for the mouse
MHC region, with a clear indication that
the sequence of the class I region was not
finished. The authors of this review pre-
empted and ignored the publication plans of
three laboratories that are collaborating on
the completion of the mouse MHC locus.
There are three important issues at stake.
First, we do not believe that reviews should
be written on unpublished data and analyses
that have not gone through the peer-review
process. Preparation for publication and peer
review give the data producers a chance to
correct inadvertent errors in the publicly re-
leased data. Second, we do not sanction the
preempting of obvious primary publications
by third parties when permission to do so has
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been neither sought nor granted. We argue in-
stead that publicly released data and analyses
should be given respect analogous to that giv-
en to personal communications. Finally, pro-
jects such as the mouse MHC locus research
are of sufficient complexity that the time
frame for mapping, sequencing, and analyz-
ing the data can be long, especially if funding
resources are limited. With an immediate da-
ta release policy, some of the data will be
available well before completion of the entire
project. Thus, imposition of a time frame is
only fair to data producers if the clock begins
to tick when the data-gathering phase is done.
In sum, we endorse the policy of open
data release, and we encourage third par-
ties to make use of the data to further re-
search. However, we maintain that the right
to publish a peer-reviewed, well-defined
landmark or comprehensive analysis of the
primary data should be reserved for the da-
ta producers. Precedents set now will de-
fine the norms and standard practices for
the future. Thus, we urge journal editors to
exercise fair and reasonable judgment vis-
a-vis third-party publications.
Lee Rowen
Leroy Hood

Institute for Systems Biology, Seattle, WA 98105,
USA.
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CORRECTIONS AND CLARIFICATIONS
Letters: "Consideration of copollutants” by S.
H. Moolgavkar (20 Oct., p. 453). Editing of
the letter for publication changed the mean-
ing of a sentence in the first paragraph. In
reference to the morbidity study, it is the
method, not the study, as stated in the let-
ter, that "has little power to control con-
founding by copollutants.”

Cover: (15 Sept.). The figure shown here in
proper orientation depicts the first high-reso-
lution (25-meter), synthetic
aperture radar mosaic of Antarc-
tica. Data for the mosaic were
collected over an 18-day period
in 1997 as part of a Canadian
Space Agency and NASA collab-
oration to map Antarctica with
RADARSAT-1, the first Canadian
Earth Observation satellite. The
mosaic was assembled by a
team that included The Ohio
State University, Vexcel Corpora-
tion, the Alaska SAR Facility, and
the Jet Propulsion Laboratory. It
represents a unique “snapshot”
of the southern continent, pro-
viding a benchmark for gauging
future changes of the ice sheet

and coastal ocean, which are possible indica-
tors of global warming. The 1997 mosaic will
be compared with new and even higher reso-
lution radar imagery collected during the fall
of 2000 using RADARSAT-1. Along with
searching for spatial changes in ice sheet sur-
face properties and extent, the 2000 data will
be used for radar interferometric analysis of
ice sheet surface velocity to yield new infor-
mation about the dynamics of ice sheet mo-
tion. RADARSAT-1 imagery is copyrighted by
the Canadian Space Agency.
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