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that allows the reverse reaction to occur. 
The results of these experiments pro- 

vided direct proof of Boyer's rotational 
model, which had once been considered 
unconventional. My findings show this en- 
zyme to be a newly recognized motor pro- 
tein with a conformation very similar to 
that of the portions of other proteins, such 
as myosin, which are also involved in 
structural changes accompanying ATP hy- 
drolysis. It seems probable that these mo- 
tor proteins share the same fundamental 
energy conversion mechanism (11). I hope 
to continue my research in comparing 
these motor proteins that convert chemical 
energy to mechanical energy and vice ver- 

The full text of the essays written by the regional winners and information about applying for 
next year's award can be seen in Science Online at http://www.sciencemag.org/feature/ 
data/pharmacia/l998.shl 

sa. In the long run, this might deepen our 
understanding of how specific properties 
could be acquired starting from a common 
principle, as it is seen so often throughout 
the biosphere. 
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