
will have to do." Adds another genomics ex- 
pert: "It's a rough draft of the genome. NIH 
scientists could easilv do this at this   rice." 

Indeed, the approach Venter is now pur- 
suing was rejected by the genome community 
when it was proposed 2 years ago by James 
Weber of the Marshfield Medical Research 
Foundation in Wisconsin and Eugene Myers 
from the University of Arizona, Tucson. The 
idea was bandied about in meetings and dis- 
cussed in Genome Research a year ago. "[It] 
was verv carefullv considered and reiected." 
says Waterston, "mostly because of the qual- 
ity of the product [that would result]." 

But Weber and several other genome se- 
quencers think that quantity, not quality, is 
paramount at this time. "It will provide a lot of 
sequence data much sooner," says TIGR's 
Mark Adam, who has managed an NHGRI 
pilot human genome sequencing project for 
the past 2 years. And researchers have shown 
thaieven incomplete sequence information is 
useful for finding genes of interest and study- 
ing other genetics questions. "If we could get 
sequence information quicker, then in the 
long run, we'd be ahead," adds Weber. 

&omcent spa 

What's in it for Perkin-Elmer? 
When Venter and Perkin-Elmer made their 
dramatic announcement earlier this week, 
many researchers wondered why the com- 
pany would plunk down several hundred mil- 
lion dollars for a sequencing venture. To  
Green, it's a worrisome development: "My 
guess is Perkin-Elmer wants to stake a claim 
on the genome." Michael Morgan, the official 
at Britain's Wellcome Trust who oversees 
funding of genome sequencing at the Sanger 
Centre near Cambridge, U.K., also fears that 
this project could erode an international 
agreement not to patent raw DNA data. 

Venter and Michael Hunkapillar, presi- 
dent of Perkin-Elmer's Applied Biosystems 
Division, insist that's not the case. They say 
the new company will try to patent rare but 
pharmacologically interesting genes it dis- 
covers-perhaps "100 to 300"-but only 
those for which clear biomedical uses have 
been identified. It will also create a whole- 
genome database that it will market to aca- 
demic researchers and companies on a sub- 
scription basis. And, because their approach 
will use DNA from many individuals, se- 

quencing should reveal variations in DNA 
between individuals that could be valuable 
for use in clinical research and drug testing. 
The company will put together a proprietary 
set of about 100.000 of these sinele nucle- ., 
otide polymorphism, says Venter. 

Partly to safeguard its proprietary claims, 
the company plans to release raw DNA data 
quarterly, rather than on a daily basis, as 
many federally funded genome centers are 
doing. Delays in releasing genome data are, 
however. a sensitive issue in the genome - 
community, and the new company's plans 
are expected to spark heated debates at a 
genome sequencing meeting at Cold Spring 
Harbor Laboratory in New York this week. 

In the meantime, although many scientists 
involved in the Human Genome Project re- 
main skeptical that Venter can pull off this 
project, some old rivals say that it would be a 
mistake to underestimate him. Savs William 
Haseltine, Venter's former business partner 
and president of Human Genome Sciences Inc. 
of Rockville: "I'm sure Craig can do it . . . and 
it will be a great thing for science." 

-Eliot Marshall and Elizabeth Pennisi 
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