
scripts sulimitted for review. Access to the 
original data kvould permit a comprehensive 
review of hot11 the ilata and the m;muscript 
beforc ,I paper is accepteii for publication. 
This proccilurc woulcl place an incrcaseil 
responsibility on the revie~ver not only to 
investigate the assumptions inherent in the 
analysis, hut also to nlaintain confidentiality 
and voice ;my potentla1 conflicts of interest. 

On puhllcatlon o t  a paper, the complete 
data set should he freely available to the 
scientific community. Depositing data in 
one or more databases, such as GcnBank, a 
common practice now, might seem to pro- 
vide an obvious solution. But it does not. 
For example, 111 the field of molecular evo- 
lution, single-taxon entries do not contaln 
all the infi~rmation in any intertaxon data 
set, such as gaps introduced into the se- 
cli~cnccs to improve the alignment. A n  op- 
tion 1s to request the data directly from the 
authors, but this is often less than cfficlcllt 
and the infor~nation exchanged does not 
const~tute an archive. 

A solutlon woulil he to publish support- 
I I I ~  data on solne nialllfestat~on of the In- 
ternet, such as a dedicated Worlii \Xi~ilc 
Wch s ~ t c .  This \vould enable data transfer to 
he complete and any assumptions of the 
ailthors to he tested immediately by other 
investigators. 

J. William 0. Ballard 
Tile F~eltl L l t l ~ e z ~ r n ,  

Koo\eeclt Koatl at Lake S h o ~ e  Drtzc,, 
Chtcago, IL 6 0 6 2 5 ,  U S A  

Lights, Camera . . . and Action! 

Science should be coneratulateil on  the - 
special Nckvs Report allout aspects of S L I ~ -  

tlc issi~es ~n scientific conduct (23 June, 
pp. 1705-1718). In 111s editorial 111 the 
same Issue (p. 1679)) Floyd E. Bloolu 
points out that "the real everyday coniluct 
issues in  the pursuit of science are much 
Inore intricate and conlplex than those of 
the famous m~sconduct cases. These tough 
i l~~est ions are hammered out in a gray 
area." 

lvlany "gray" prohlenls III scientific 
credit seem to resillt from a lack of a 
universally accepted credit system. For a 
paper with n ~ o r e  than tkvo authors, kve 
often have to rely on track records, ancc- 
ilotes, or hearsay at nleetillgs to guess the 
rclati\~c contributions of each author. \Xie 
mlght all heneflt fro111 a new convention 
of authorsh~p,  llased on  that for nlotioll 
pictures. 

In such a con\~cnt ion,  the senlor a i~ thor  

nligl~t Lie regarded '1s a scientific director 
and prodilccr (who lirlngs ~n money); the 
flrst author woulJ he the execi~tive dlrec- 
tor. All the authors could he identlfieil by 
the actual experiments, annlys~s, or other 
services (including ideas or models) they 
have provideil. For example, the authors 
of the paper "LVhisker-related neuronal 
patterns tail to iicvelop in the trlgcnlillal 
brainstem nuclei of NMDARl  knockol~t 
nlicc," w h ~ c h  appeared in Cell [76, 427 
(1994)], insteail o t  heing given as "Yuqing 
Li, Rcha S. Er;urumlu, Chong Chen,  So- 
nal Jhaveri, and Susumu Tonegawa," 
~vould he given as follows: 

First author: Yuilmg LI 
Production of mutant mice: Yucling LI 
Histoche~nistry and anatomy: Reha S.  

Er;urumlu, Sonal Jhaveri, Yilcling LI 
Electrophysiology: Chong Chen 
Senior author: Susumu Tonegawa 

Chong Chen 
Center jor Learning and Memory ,  El  7-358, 

Hoecard Hughes Medical Institute, 
lMassacilusetts Institute of Technology, 

Cambritlge, M A  021  3 9 ,  L : S A  

Notes 

1 I thank H Hnds and Y .  L fo~.com~nents 

Did YOU ~ O V J  -macia Biotech 
has spent over 23 years perfecting 

the technique that purifies ~IFWL? 

Sure, you can purify an mRNA sample in under an hour. But as 

tnRNA is one of the most delicate n~olecules to purify, you 

shouldn't take any unnecessary risks. Why not demand more 

than just speed out of your tnRNA purification products? 

Look for experience. We've been developing the technique 

used to purify mRNA, affinity chromatography, for over 23 

years. That gives us the experience and knowledge to develop 

products for lnRI\:A purification that are fast, safe and effective. 

So what are our products for mRNA purification like? 

Today, QuickPrep Kits not only let you purify mRNA in under 

an hour-they also generate up to 5.4 pg of polyadenylated 

RNA from 100 mg of starting tissue. What's more, QuickPrep 

Kits let you purify mRNA directly from sample sizes as small as 

a single cell. 

The next time you're about to purify mRNA, put products 

developed through extensive experience to work for you. 

Here's hour to do it. Just call us at 1 (800) 526 3593 in the United 

States or +46 18 16 5011 from the rest of the world. They're the 

phone numbers linked to 23 years of mRiSA-related purifica- 

tion experience. 




