


The answer is...

you wouldn't,

Because Stratagene’s
new TaqPlus™ DNA

polymerase’ does it all!

ROBUST PERFORMANCE |

TagPlus DNA polymerase boosts

PCR yield. For long and short tem--
plates. For everyday PCR. Use it instead
of Tag, and you’ll understand the meaning

of robust PCR!

LONG PCR

The robust nature of 7agPlus DNA

polymerase makes it ideal for long PCR. It
amplifies templates up to 35 kb long. So
this potent polymerase is all you need.
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TOUGH TEMPLATES

TaqPlus DNA polymerase reduces mis-
match pausing. So more extension reactions
reach completion in each cycle of PCR.
Armed with this greater efficiency, TagPlus
DNA polymerase can even tame tough
templates to bring out the bands.
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TagPlus™ DNA Polymerase is
an optimized blend of
Stratagene’s highest quality 7ag
DNA polymerase’ and Tag
Extender™ PCR additive, the
most powerful PCR-enhance-
ment reagent available. '

You’ll never
go back to Taq.
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Human, Mouse & Pig Cytokine ELISA Kits
that really measure uf

Superior Performance Flexible
Endogen ELISA Kits are developed and manufactured Each Endogen ELISA kit utilizes a consistent assay

to ensure the highest possible degree of sensitivity procedure for serum, plasma and culture supernatants,
and precision in cytokine quantitation. The enabling you to test different sample types in the
performance of every ELISA kit is documented same assay. Depending on the number of samples to
through a battery of be run, you choose
validation studies to whether to use the
ensure that your entire stripwell plate,

cytokine measurements
are accurate.

Reliable

Every Endogen kit lot
meets stringent
Quality Control speci-
fications guaranteeing
consistent, accurate
results time after time.

Small Sample Size

or run two assays on
separate occasions.

Endogen ELISA Kits are
fast, easy and

reliable. Just collect
your samples and go...
start to finish.

Technical Support
Technical Service
Specialists are

We understand how
precious your samples
are. Only 50 ul of

2 standing by to answer
your questions or fax
datasheets on any

Mouse ELISAs

e miL-1a e miL-4 * mGM-CSF

sample per well is Endogen ELISA kit or
e R e
i * mIL-3 * mIL-10

CALL TODAY!

ENDOGEN
800-487-4885

640 MEMORIAL DRIVE, CAMBRIDGE, MA 02139 USA 617.225.0055 rax 617.225.2040
For research use only. Not for use in diagnostic or therapeutic procedures.

Head Office for Europe: Biozol Diagnostica In Japan: Funakoshi Co., Ltd.
TEL 49+(89) 3192053 TEL 81+(3) 56841622
Fax 49+(89) 3193611 FAX 81+(3) 56841633
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You have this idea.
Could be great, could be a dead end. You're not sure yet because you can't see it.
So you knock out a 3-D model on your Power Macintosh™ Render it. Rotate it. Shade it.

Run your model through a simulation. Ouch.

For more information by fax, call 800-503-3855; by mail, 800-732-313, ext. 240. Or visit us on the Internet at http://www.apple.com.

©1995 Apple Computer, Inc. All rights reserved. Apple, the Apple logo and “The power lo be your best” are registered trademarks of Apple Computer, Inc. Power Macintosh is a trademark of Apple Computer, Inc. PowerPC is a trademark of International Business Machines Corporation, used under license



Revert to saved.
Modify your model. Run another simulation, Push it.
That’s when you discover that it$ only taken 30 minutes to figure out
that it isn't a dead end after all.

And it occurs to you:

It not how powerful
the computer is.

604 PowerPCr
RISC_processoy,
I~
]

e —
hard disk, processo’

upgradable.

Introducing the Power Macintosh 9500.

Its how powerful the
computer makes you.

e
The power to be your best: &#:

therefrom. Al Apple products are designed 1o be accessible lo individuals with disability. To laarn more (US. only), call 800-776-2333 or TDD 800-833-6223.
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NEW PRODUCTS

for Soluble Protein
Expression iz E. coli.

The ThioFusion™ Expression
System from Invitrogen eliminates
protein insolubility and the problems

ATG Thioredoxin

Now you can purify your thioredoxin fusion proteins
quickly and easily with ThioBond™ resin. This unique
resin is specially formulated to specifically bind the

associated with it.

e No more difficult, time-consuming
solubilization

¢ No more refolding of proteins that
form inclusion bodies

With the unique E. coli protein thiore-

doxin as a fusion partner, formerly insolu-

ble proteins are expressed in the soluble fraction.

The ThioFusion™ Expression Kit contains the expression

vector pTrxFus plus control vectors, essential media

components, osmotic shock buffers, sequencing primers,

and a comprehensive manual. Call for more information today!

Catalog No. K350-01

active site of thioredoxin. Thioredoxin fusion proteins
stick, E. coli :
proteins don't.
The result is Va Sl R
pure thioredoxin = g
fusion protein in

less than 3 hours.

Call us today for more information.

ThioBond™ Resin (10 ml) Catalog No. R350-10

N
Thiaredexin

The most efficient way to cleave your
thioredoxin fusion protein is EnterokinaseMax™
(EKMax™). EKMax;" a recombinant

preparation of the catalytic subunit of
enterokinase, has many advantages over
non-recombinant preparations including:

¢ EKMax" is free of contaminants

thioredoxin fusion protein with ¢ EKMax™ cleaves your fusion protein cleanly
the Anti-Thio™ Antibody. Anti-Thio™ and efficiently

is a monoclonal antibody that is Digestion of Thioredoxin-Calmodulin Fusion with EKMax™

ThioFusion™ Expression System

Track expression of your
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SDS-PAGE gel of a thioredoxin-calmodulin fusion protein
digested with EKMax™ using the units shown on the right

\ Anti-Thio™ Antibody
Catalog No. R920-25 Don’t waste your time and money on

non-recombinant enzymes. Try EKMax™ today!
EKMax™ (250 units)  Catalog No. E180-01
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TH1S WEEK IN SCIENCE

edited by PHIL SZUROMI

Giving them the slip
What makes adhesive tape stick
better to some surfaces and not
to others? Peeling is normally
thought to be the way in which
an adhesive is separated from its
substrate, so adhesion strength
should be proportional to sur-
face free energies. Newby et al.
(p- 1407) found that a transpar-
ent tape peeled off of a fluoro-
carbon surface less readily than
for a corresponding hydrocar-
bon surface, despite the lower
surface free energy of the fluoro-
carbon surface. These surfaces
were silanes bearing different
functional groups that were
grafted onto silicon substrates.
They also observed a fingered
pattern in the region of adhe-
sive failure and suggest that in-
terfacial slippage at the adhe-
sive interface may govern adhe-
sive strength.

m
Volcanic extinction?

The most severe extinction in
Earth’s history was at the Per-

mian-Triassic boundary, 250
million years ago. One of the
most massive episodes of volca-

Tumor suppressor gives pause

Patients with von Hippel-Lindau (VHL) disease are predisposed to
a variety of cancers, including kidney cancer, and have been shown
to carry germ-line mutations in the VHL gene. The wild-type VHL
protein is thought to function as a tumor suppressor, but its exact
cellular role has remained elusive. Duan et al. (p. 1402), Aso et al.
(p. 1439), and Kibel et al. (p. 1444; see the Perspective by Krumm
and Groudine, p. 1400) show that wild-type VHL inhibits the
activity of a transcription elongation factor, Elongin, which nor-
mally functions to prevent pausing by RNA polymerase II during
transcription. VHL mediates this inhibition by binding to Elongin’s
two regulatory subunits. The binding site on VHL includes a
region that is frequently mutated in kidney cancer, suggesting that
this interaction is important for its tumor suppressor function.

nic activity in Earth’s history
also occurred then, the Sibe-
rian flood basalts. Renne et al.
(p- 1413) now provide a tanta-
lizing chronologic link between
these two events. They used ar-
gon-40-argon-39 dating to show
that the age of volcanic rocks
from southern China that mark
the paleontologic boundary is
indistinguishable (errors of a few
hundred thousand years) from
ages obtained in the same labo-
ratory for the inception of the
massive flood volcanism.

Fully connected
Surfactants can form a variety
of aggregates (micelles) depend-
ing on their concentration. The
viscosity of dimeric or trimeric
surfactants, with two or three
chains, increases very rapidly at
low surfactant concentrations,
and this has been attributed to
branching of the micelles lead-
ing to a three-dimensional net-
work. Such branching has also
been predicted by calculations,
but direct experimental evi-
dence for branched micelles
has not so far been obtained.
Danino et al. (p. 1420) present
transmission electron micro-
graphs which show that tri-
meric surfactants can form
such a branched network.

Interacting GAPs
Guanosine triphosphatases
(GTPases) can act as molecular
switches in various intracellular
reactions. Two GTPases in
Escherichia coli are thought to
control protein targeting to the
plasma membrane. Powers and
Walter (p. 1422) changed the
nucleotide specificity of each of
the proteins so that instead of
hydrolyzing GTP, they could
hydrolyze xanthosine triphos-
phate. They then showed that
the two GTPases interact with
one another such that each
protein stimulates the GTPase
activity of the other protein—
thus they act as mutual GTPase
activating proteins, or GAPs.
This control of reaction cycles
by GTPases physically and tem-
porally links both the activity
and the inactivation of a par-
ticipant in a reaction cycle.

TRAF traffic
The activation of members of
the tumor necrosis factor (TNF)
superfamily of receptors initiates
an inflammatory response.
TRAF (TNF receptor—associ-
ated factor) proteins are puta-
tive effectors involved in TNF
signaling. Rothe etdl. (p. 1424)
examined the requirement for
several TRAF proteins in the
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TNF-R2 and the CDA40 signal-
ing pathways that activate
nuclear factor kB (NF-xB).
They find that TRAF2 isa com-
mon mediator of both TNF-R2
and CD40 signaling.

A matter of timing
Gene inactivation in mice has
been targeted to particular cell
types with the Cre/loxP recom-
bination system of bacterio-
phage P1. Kithn et al. (p. 1427)
have now used the inducible
promoter of the mouse MxI to
control the expression of a Cre
recombinase transgene. The
MxI gene, which is activated in
response to viral infections, can
be activated at a particular time
in development in differenti-
ated cells by application of in-
terferon (IFN) o, IFN-B, or an
IFN inducer. They used this
method todelete the DNA poly-
merase B gene in 8-week-old
mice. Deletion was nearly com-
plete in the liver and nearly
complete in lymphocytes a few
days after injections.

Critical for centromeres
In the fission yeast Schizo-
saccharomyces pombe, cen-
tromeres, telomeres, and silent
mating-type loci are tran-
scriptionally silent. The swi6*
gene encodes a chromodomain
protein that represses transcrip-
tion at these structures which
make up heterochromatin in
this yeast and that is required
for proper chromosome segre-
gation during cell division.
Ekwalletal. (p. 1429) have now
localized the Swi6 protein to
centromeres, telomeres, and si-
lent mating loci. They also show
that mutations in swi6 cause the
centromeres to lag on the
spindle at anaphase, which re-
sults in chromosome loss.
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Technical Graphics
Data Analysis
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Origin was the first technical graphics and data
analysis software developed for the MS-Windows™ MR TS R
environment. Today, Origin is recognized as a Shnidialoss;
powerful, fast, and easy to use software that is ideally
suited to meet the needs of scientists and engineers.
Discover why thousands agree that Origin is the
ultimate solution!

P
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=

Intensity (arbitrary unit)
-
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* [Input data from keyboard, use functions or import
from a wide range of data formats.

e Customize 100+ graph types for text font, line
style, symbol, color, axis type, tick labels and
more; Save and import templates.

e Analyze data with a wide selection of statistical
and mathematical functions, including non-linear
curve fitting. i

e Automate and batch process tasks. :

e (Create publication quality graphics with
Windows supported printers, plotters,
and slide makers.

e

3D and Contour Module
Generate 3D surface, scatter,
and contour plots. Mix your

XYZ plots and mesh surfaces i support with quick,

with contour map and labels.
Quickly rotate the viewing
angle, and more!

Peak Fitting Module
Provides peak analysis for
chromatography and
spectroscopy. Fits up to 100
peaks, and generates
detailed reports in Origin’s
superb graphics.

functional building
plug-in boarc

Other Add-On Modules

» User Interface Module
e File Utilities Module
* Real Time Module

* Axon pClamp Module

| “CaII for Free Demo
1-800-969-7720

Microcal Software Inc. One Roundhouse Plaza

Microcal Northampton, MA 01060 USA Fax (413) 585-0126

email address: info@microcal.com
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Our vision has built Sigma BioSciences - a will set the standard into the next century.
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Count 1t! Measure 1t! Stat it!
Fit it! Plot it! We've got it!

Windows

Introducing the latest generation of the Jandel software family

Jandel Scientific Software has long been the first name in integrated software solutions for scientists and engineers, with a full range
of products that complement each other. Our powerful SigmaLink™ technology lets you share the same worksheet and graph page in
SigmaPlot’ SigmaStat’ and SigmaScan™ Jandel Scientific — the leading family of scientific and engineering software since 1982.

SigmaPlot

FLEXIBLE SCIENTIFIC
GRAPHING

From nonlinear regressions to
multiple axes per graph, more
than 75,000 researchers depend
on award-winning SigmaPlot’s
flexibility and power to analyze
and graph their technical data
the way they need to.

For Mac 70 For Win 71

GEL ANALYSIS SOFTWARE
Gel analysis—spot, lane, molec-
ular weight, and DNA-on your
lab or office PC.Works with
inexpensive hand or desktop
TWAIN-compatible scanners
and imaging devices. Quality
and speed previously available
only in higher priced systems.
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SigmaStat

ADVISORY STATISTICAL
SOFTWARE

Advises on the test to use,
checks for violations in under-
lying assumptions, runs the
test, and explains the results.
Handles messy data. Like hav-
ing a professional statistical
consultant at your fingertips.
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TableCurve 2D
AUTOMATED CURVE FITTING
TableCurve 3D
AUTOMATED SURFACE FITTING
Equation generator and
curve/surface fitter. Use built-in
equation generator to select
and rank best-fit equations or
fit theoretical models with
user-defined functions.

Circle No. 76

T. Rex Tooth
Wear Factor = 10.5

SigmaScan
m MEASUREMENT
SigmaScan Pro

IMAGE ANALYSIS

Easy, accurate and low-cost.
SigmaScan for manual image
measurements or SigmaScan
Pro for automated measure-
ments, counting, and image
analysis.
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PeakFit

AUTOMATED NONLINEAR
PEAK ANALYSIS
Spectroscopists, chromatogra-
phers, and other researchers
use PeakFit to separate peaks
automatically. PeakFit contains
the most complete set of non-
linear fitting functions
available.

Circle No. 77

SigmaSuite
INTEGRATED GRAPHING,
STATISTICS & IMAGE
MEASUREMENT

The power of SigmaPlot,
SigmaStat, and SigmaScan at a
Suite price! Measure images, run
statistics, and create graphs using
SigmalLink for seamless data
sharing in all three products.

Circle No. 74

SigmaPlot

Graph Library

VOLUME ONE

Create graphs quickly and
easily by choosing from a visual
catalog of 150 professionally
designed graphs.

Circle No. 78

TO GET IT cALL 1-800-4-JANDEL (1-800-452-6335)

FOR MORE INFORMATION PLEASE CALL, FAX OR E-MAIL:
Jandel Scientific: 2591 Kerner Blvd., San Rafael, CA 94901
415-453-6700 Fax 415-453-7769 Internet: sales@jandel.com
In Europe: Jandel Scientific, Schimmelbuschstrasse 25, 40699
Erkrath, Germany 02104/9540 02104/95410 (FAX).

International Dealers: Australia 2 958 2688, Brazil 11 453 5588,
Canada 519 767 1061, Chile 56 2 635 2422, Hong Kong 852 739 2001,
India 40 31 3368, Israel 972 349 0823, Japan 3 3590 2311, 3 5689 8000,
Korea 822 886 3983, Kuwait 965 242 1851, Malaysia 603 777 2597,
Mexico 525 513 0399 South Africa, 12 660 2884, Taiwan 2 788 6777,
27051590 All company and/or product names are trademarks of their

respective companies. ©1995 Jandel Corporation.

Electronic Marketplace: http://www.aaas.org

Jandel

SCIENTIFIC SOFTWARE
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With MATCHMAKER One-Hybrid System

Results of a B-galactosidase filter assay on a
positive clone resulting from a MATCHMAKER
one-hybrid library screening. Plasmids isolated
from the 12 large colonies that grew on SD/-His
agar plates were transformed into the p53-/acZ
reporter strain, plated on SD/-His/-Leu/+45 mM
3-AT, and incubated at 30°C for 4 days.
A colony-lift B-galactosidase filter assay was
performed according to the MATCHMAKER
One-Hybrid protocol.

Product Size Cat. #

MATCHMAKER each K1603-1
One-Hybrid System

DETECT NOVEL
DNA-PROTEIN
INTERACTIONS,
QUICKLY. EASILYS

CLONTECH’s MATCHMAKER One-Hybrid System is a
new in vivo yeast genetic assay for studying DNA-protein
interactions. The one-hybrid system allows you to rapidly
identify novel DNA-binding proteins from cDNA or
genomic libraries and immediately access the genes for
the identified proteins. Maximal sensitivity is achieved
because DNA-binding protein interactions are detected
while proteins are in their native configurations. Use this
sensitive assay to map DNA-binding domains of known
transcription factors. All pre-made MATCHMAKER c¢DNA
and genomic libraries are compatible with the new
one-hybrid system. Only from CLONTECH. For more infor-
mation or to place an order call 1-800-662-CLON or contact

your local distributor.

DON’T EXPERIMENT WITH ANYTHING ELSE.

1020 East Meadow Circle, Palo Alto, California 94303 USA

FAX: 800/424-1350 415/424-1064 » TEL: 800/662-CLON 415/424-8222
e-mail: tech@CLONTECH.com  orders@CLONTECH.com e internet:http://www.clontech.com
©1995 CLONTECH Laboratories, Inc.
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Advanced Performance
at an affordable price

genomyxjR™ Seqnmm(shr.loow6%ﬁk-loon"gel) Sequencing data
derived from mouse cardiotrophin cDNA (Genentech, Inc.)
Call today to discuss how the genomyxIR can help you with your sequencing project.

The genomyxLR is a programmable DNA sequencer incorporating proprietary air-impingement technology. This system includes a built-in power
supply and all the equipment required to immediately begin running long-read gels. A complete line of LR-OPTIMIZED™ Kkits and reagents is available to
ensure optimal performance with the genomyxLR System.

N\

 GENOMYX  For additional information regarding the genomyxLR Sequencing System and our

\ CORPORATION

. 353 Hatch Drive, Foster City, cAo4404  complete line of LR-OPTIMIZED products, please call us at 1-800-9GENOME.
genomyx@aol.com

Circle No. 51 on Readers' Service Card
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GENOMYX Corporation.

Call today to discuss your Differential Display requirements with one of our scientists.

The genomyXxLR is a programmable DNA sequencer incorporating proprietary air-impingement technology. This system includes a built-in power
supply and all the equipment required to immediately begin running long read gels. A complete line of LR-OPTIMIZED™ kits and reagents is available
to ensure optimal performance with the genomyxLR System.

\ ¥ GENOMYX. Tor alditional inforrmation regarding the genomyxLR DNA Sequencer and our

L 8 CORPORATION

353 Hatch Drive, Foster City, cA9a404  complete line of LR-OPTIMIZED products, please call us at 1-800-9GENOME.
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Is combinatorial chemistry just
multlplymg your cnmpnumls

L

Project Library
can help manage
and make sense
of your data.

Project Library helps you quickly
store and access the structural
and biological data on the
thousands—even millions—of molecules
you create with combinatorial chemistry.
Affordable and easy to use, Project Library
is a desktop software application uniquely
equipped to help you perform critical tasks,
such as:

* Complete or selective enumeration of
libraries into sub-generics or specifics,
by criteria such as molecular weight,
Rgroup, Rgroup tag or identifier, and sub-
structure.

» Elucidation of active structures from
deconvolution, spatially addressable, or
encoding experiments.

« Structure and data exchange with other
scientific applications for analysis and
reporting.

The true value of combinatorial chemistry,

after all, lies in how well and how quickly

you interpret the data. And Project Library
offers you an efficient and cost-effective
way to do just that. For more information,
please call today:

United States:  1-800-225-9423

Europe: 41-61-4812180
United Kingdom: 01-276-681777
Japan: 81-6-302-9895
- Information Systems, Inc.
14600 Catalina Street, San Leandro, CA 94577
: Fax: 510-483-4738

MDL and Project Library are trademarks of MDL Information Systems, Inc.



®1995 Knight-Ridder Information, Inc. All rights reserved.

Break the Information Barrier

Work smarter. Work faster. Work more efficiently.

nce you go beyond the ® Flexible searching — online,

0confines of conventional CD-ROM, and the Internet Featuring DIALOG®
information retrieval, ¢ Convenient document delivery

amazing things happen. Suddenly,  ® Unmaiched range of scientific Also:

you can find your way through and technical data DataStar®

scientific and technical data with & Valuebased pricing

unbelievable agility. The journal @ Over 20 years of KR Pmsas?m
articles, conference papers, online expertise DIALOG Directst
and patent information you So don't let the inf ion barri KR SourceOnesm
d bef . o don't let the information barrier
reed oppeorbelore youeyes. (9550 B 1 TN cusomonion”
over the world is as close as with KnightRidder Information’s KR ScienceBasesM
your compufer tools.  And watch your research KR Information OnDisc™
: take off.
You save time. You save money.
And best of dll, it's easy. With Call us at 800-334-2564,
KnightRidder Information’s 4]}?'254'88003_2 ]I 52410131,
advanced product line, or hito://www.dialog.com
everything you need is right '1 KNIGHT-RIDDER
at your fingertips. I.k“ INFORMATION
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NEW ABI PRISM" 310
GENETIC ANALYZER

e e . Pageiol1
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A whole lot more than you'd expect.
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Minutes Size Peak Height Peak Area Data Point
8.14 | 277.93 5418 19058 2198
8.67 432.72 4006 15278 2342
9.52 | 908.54 3903 22525 2571
7.82 | 204.00 6864 25369 2111
9.84 | 1740.00 3804 26539 2657

10.44 | 5117.00 2954 55230 2819
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The new ABIPRISM™ 310 another slab gel. Instead of conventional  ble, their uniform consistency elimin-
ABIA Genetic Analyzer is gels, the 310 system uses revolutionary ates guesswork and helps to ensure

PRISM' changing a lot of expecta-

tions about automated genetic analysis.

new polymers that are injected into a

reproducibility.

capillary before each run. Not only do You don’t even have to pipet your

To begin with, it gives you a lot more  these polymers make automation possi-  samples into the gel. Just perform your

versatility. The 310 system automates all
the applications you now perform on
acrylamide or agarose—and a whole lot
more— without limitations.

At the same time, the 310 Genetic
Analyzer makes genetic analysis a lot

less work. You'll never have to pour

ABI PRISM 310 GENETIC ANALYZER

s ot A lot more, for a lot less.
Application Performance Tor ot e el
Cycle Sequencing 425 nt, 98.5% base calling accuracy any DNA electrophoresis

. » : = g licati the ABI
Microsatellites 2 nt resolution, 0.5% sizing precision A ;‘;"‘::m: e
SSCP 0.5% pattern matching precision are just a few ezamples.
Quantitative RT-PCR  4.0% peak height precision




For a whole lot less

reactions, and place your labeled
samples in the sample tray. The 310 sys-
tem automatically injects your samples
in whatever order you specify. You can
even add samples during a run.

Sample preparation is a lot less trou-
ble, too. ABI PRISM Kkits for fluorescent
PCR and DNA sequencing reduce pipet-
ting steps and variability. And there’s no
radioactivity or ethidium bromide.

Most importantly, the 310 Genetic
Analyzer makes it a whole lot easier to

get the results you want. In fact, the
results are so accurate, you can transfer
data directly to specialized programs for
genotyping, mutation detection, and
sequence assembly.

But if you expect the 310 Genetic An-
alyzer to cost a lot, you'll be surprised to
find the price is well within the budget
of individual laboratories. The ABI PRISM
310 system costs about half as much
as the ABI PRISM 377 system, our high-

throughput DNA sequencing system.
Circle No. 37 on Readers’ Service Card
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The ABI PRISM 310 Genetic Analyzer.
A whole lot more, for a whole lot less. To
request information, call 1-800-345-5224.
Outside the U.S. and Canada, contact

your local Perkin-Elmer representative.

PERKIN ELMER

Europe Langen, Germany Tel: 49 6103 708 301 Fax: 49 6103 708310

Japan Tokyo, Japan Tel: (0473) 80-8500 Fax: (0473) 80-8505

Latin America Mexico City, Mexico Tel: 52-5-651-7077 Fax: 52-5-593-6223
Australia Melbourne, Australia Tel: (03) 9212-8585 Fax: (03) 9212-8502

The Polymerase Chain Reaction (PCR) process is covered by U.S. patents owned by
Hotfmann-La Roche, Inc, and F.Hoffmann-La Roche Ltd. Perkin-Elmes-is.a registered
trademark and ABI PRISM is a trademark of The Perkin-Eimer Corporation.



Phosphocellulose Paper
In a 96-Well Plate

Increase
Throughput
For
Kinase
Assays

Signal transduction assays
are an important tool in drug dis-
covery. The Millipore MuliiScreen
Assay System uniquely offers a
Q6-well filter plate containing
phosphocellulose paper and
protocols to perform peptide
substrate kinase assays. No more
cutting and transferring the paper!
Every step, from the phosphory-
lation reaction to direct scintillation
counting, can be carried out in
one plate.

The MultiScreen Assay
System can also be used with
other filter formats, including glass
fiber or low protein binding
Durapore® (PVDF) membrane —
both ideally suited for TCA
precipitated substrates.

Call or fax for more infor-
mation. U.S. and Canada,
call Technical Services:
1-800-MILLPORE (645-5476);
in Japan, call: (03) 34749111;
in Europe, foc +33.88.38.91.95.

MILLIPORE

MILIPORE LAB CATALOG ON INTERNET:
ACCESS URL MENU AND TYPE:
http://www.millipore.com

Circle No. 27 on Readers’ Service Card

150 years

In 1998, the American
Association for the Advancement
of Science (AAAS) will celebrate
the 150th anniversary of its
founding. A commemorative
postage stamp would be a fitting
tribute to the Association’s his-
toric efforts to promote the
progress of science and engi-
neering in the service of
humankind.

BUT YOUR HELP IS ESSENTIAL.

We need letters expressing sup-
port for a AAAS commemorative
stamp as well as ideas for the
stamp’s theme and design.

Please write promptly to:

The AAAS Commemorative
Postage Stamp Committee
Office of Communications
Room 801
1333 H Street, NW
Washington, DC 20005

or call: 202-326-6440

Boehringer Mannheim

Worldwide
Representatives

Australia
Tel.: (02) 899 7999

Austria
Tel.: (0222) 277 87
DW 420 to 423

Belgium

Tel.: (02) 247 4930
Brazil

Tel.: 55 11 66 3565
Canada

Tel.: (514) 686 7050

Central/Eastem
Tel.: (0222) 277 87
China

Tel.: (852) 2485 7596

Czech Republic
Tel.: (0324) 45 54, 58 71-2

Denmark
Tel.: 491383 42

Finland

Tel.: (90) 429 2342
France

Tel.: 76 76 30 86

Germany
Tel.: 0621 759 8568

Greece
Tel.: (01) 64 96 683-6

Hong Kong, see China
India
Tel.: (22) 837 0794

Indonesia, see Singapore
Ireland
Tel.: 1 800 409 041

Israel

Tel.: (03) 493111
Raly

Tel.: (02) 270 96209

Japan

Tel.: (03) 3432 3155
Malaysia, see Singapore
Mexico

Tel.. (5) 227 8967
Netherlands

Tel.: (036) 539 4911

New Zealand

Tel.: (09) 276 4157

Norway
Tel.: 22 07 65 00

Philippines, see Singapore
Poland

Tel./Fax: (022) 37 42 35
Tel./Fax: (026) 62 63 03

Portugal
Tel.: (01) 417 1717

Singapore

Tel.: 65 479 4111
South Africa

Tel: (011) 886 2400

South Korea

Tel.: 02 569 6902
(5 ines)
02 562 9947

Spain

Tel.: (93) 201 4411
Sweden

Tel.: 08 98 8150
Switzerland

Tel.: 042 65 4242
Taiwan

Tel.: (02) 736 7125
Thailand, see Singapore
Turkey

Tel.: 1349 8176,-77,-78,-79
United Kingdom
Tel.: 0800 521578

USA
Tel.: 800 428 5433
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Bridging the Sequence-Structure Gap

INNOVATIVE UNDERSTANDING OF PROTEINS

The explosion of the field of X-ray
crystallography has resulted in the
amazing capacity to view the position
and interrelation of every atom in a
large array of pro-
teins. How can you use this
structural information to
inform and inspire your
experiments, to understand how proteins function?

Introducing LOOK: A unique software tool
specifically designed to bring structural insight to
molecular biology. LOOK integrates the study of
sequence with structure and
function, through powerful
representation and prediction.

Visualize and analyze your
experimental results utilizing
the structure of your protein.
Design your future experi-

Visualize

Molecular Applications Group 445 Sherman Avenue, Suite T, Palo Alto, CA 94306 USA Phione: 415-473-3030 LS. Fax: 415-473-1785 Al ra

given residue or region in your protein,
simply by clicking on it. These databases
give you the
information
you need
for your research —all
in one place.

sequences

ments based on structural knowledge.

LOOK enables you to communicate those For additional
results with persuasive, insightful graphics ready ~ information about
for publications or slide presentations. LOOK for your Silicon

Additionally, the LOOK program
includes a database of structures and
sequences
customized for your
interests. LOOK also
gives you a database of
all literature for your
system, that lets you see
what is known about any

Graphics®, DEC Alpha® or SUN® workstation call
toll free 1-800-229-7382 (USA only), 415-473-3030
(worldwide), or email info@mag.com today.

™

FrROM THE MOLECULAR
APPLICATIONS GROUP

Tom research literature
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Expand Beyond the
Limits of Tag DNA
Polymerase

| A fiddelitv than Ts

Achieve 2-fold higher yields and up to 3-fold
greater fidelity with the Expand™ PCR System from
Boehringer Mannheim. The result is stronger bands
than Tag DNA polymerase* can offer. From even
smaller amounts of short and long templates. With

fewer misincorporations.

E’],\,‘K,,, wiith Tar

arform PC
119

Tv&o éxhahd Blenclé combrmre the high prb-cessivity
of our Tag DNA polymerase™ with the proofreading
accuracy of our exclusive Pwo DNA polymerase™,

delivering better results than Tag DNA polymerase.

Expand High Fidelity
increases yields and fidelity for improved PCR
cloning experiments—even from difficult templates
exhibits a greater tolerance for [Mg#*] variations,
ensuring consistent PCR results.

Expand Long Template
amplifies human genomic DNA of up to 27 kb
amplifies ZDNA of up to 40 kb.

H:fww i let Taa limit vour research no<s<ibilities

Expand places prewuhw performance within striking
distance. Order today to begin to see striking resuits.

PREMIUM PCR PERFORMANCE

Striking Results — /n the wild, a thin line separates
predator and prey. When the falcon crosses that line, it
does so with lightning speed and accuracy. Striking with a
precision that delivers uncompromising results.

mannheim
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IT’S about TIME

S tatView is about time. StatView's innovative templates
Saving time - your time. allow you to save all your work
simply by saving the document.
You can open that template at

any time to resume your analysis.
Or apply it to any other data set.

Since 1985, StatView’s been the
best selling data analysis soft-
ware on the Macintosh. Why?
Because StatView's easy. Easy to
learn. Easy to use. Whether you need to analyze
data on a daily basis or only
every couple of months,
StatView's unprecedented ease
of use will save you time and
effort.

In less time than it takes to learn
most data analysis programs,
you get your results with
StatView.

StatView is designed to work
with you. The software’s flexible
and intuitive interface allows
you to analyze data the
way you want to.

Isn’t it about time you used
StatView?

StatView features fully
integrated statistics, data
mangement, graphing
and presentation tools -
all the tools you need to
get your work done.

AR 50 00 A 1 L) b

And with StatView, your
time is never wasted.

Creating an analysis is as easy as
clicking your mouse.

FOR MORE INFORMATION CALL
1 - 800666~ TAT

NBALMS

A e e R R
THE SIGNIFICANT DIFFERENCE™

1918 Bonita Avenue, Berkeley, CA 94704-1014
Phone: 510-540-1949, Fax: 510-540-0260
Internet: info @ abacus.com

We have localized, international and student versions of StatView and license, academic and
quantity discounts. Call for more information.

SCIENGE ENTERS

CYBERSPACE!

Announcing the SCIENCE
Electronic Marketplace: A new
on-line product information
service for readers.

To access the SCIENCE Electronic
Marketplace go to:

World Wide Web: http://www.aaas.org
Gopher: gopher.aaas.org

Choose SCIENCE from the menu, then
select SCIENCE Electronic Marketplace

Participating advertisers have the words:
Electronic Market Place: http://www.aaas.org
printed beneath their advertisement.
Look for them in this issue.

Abacus

Academic Press, Inc.

Advanced ChemTech

Advanced Gene Computing Technologies, Inc
Apple Computer, Inc.

Ambion, Inc.

Boehringer Mannheim Biochemicals
Bio Image

Bio Soft

BTX

Cell Systems

Genomyx

Jandel

Jolley Consulting and Research, Inc.
Molecular Applications Group

Leica

NCCS

Niles and Associates, Inc.

Perkin Elmer

Personal Bibliographic Software, Inc.
Pharmacia Biotech

Progen

Research Software Design
Stratagene

Scientific Endeavors

Sigma Chemical Company
Southwest Scientific Resources

SCIENCE

COVERS THE WORLD
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A lew great reasons
why you should know _

more about ISIES. / ~Z

l t's no surprise that leading companies like

these count on ISIS to help them discover and
deliver new products. You see, ISIS, the Integrated
Scientific Information System from MDL, has been ' 3

setting the industry-standard for years.

What can ISIS do for your company? Our unique
software systems can give everyone in your organ-
ization the power to quickly integrate, analyze, manage,
and communicate all kinds of important chemical and
biological information. And they can do it whether
they’re across the hall or across the ocean.

That's right. Chemical structures, property data, 3D
models, synthetic reactions, and biological data from rela-
tional databases, can all be pulled together instantly.
Decision making becomes easier because you have all the L,
right information exactly when you need it. 5 P M

The bottom line? The computers on your researchers’ ; ¥ VD
desktops become part of an information management strategy 1 b gQAWW?p O’)lf WM
specifically designed to increase productivity and put more :
candidates in the discovery pipeline. 7 : .

Best of all, ISIS comes from a company you can rely on— 5

9

MDL Information Systems, Inc. We're proud of the fact that for T (.
almost two decades, we've been helping organizations of all sizes \/.Wl a/m,
get the most from their intellectual assets—with software, data- : W ﬂcm cj\. £
bases, services, education, support, and more. ' ID 2 _ﬁgﬂa/‘

If you've got questions about what our time-tested software cando . é) g Wé )q g
for you, find out what over 16,000 scientists in more than 200 com- l ) '77 o(gﬂ/t
panies have already discovered—that when it comes to information : JQ 'ﬂ/] o 5P C

oumn Management, the answer is ISIS. ; h?ﬂul_ -l ; : )b
\ erls 4 e %M ﬂﬁ&éwijﬁ -
\\ T‘I‘; Answer FREE - ! L/'/ dq\ E o W(ﬂ

Important Information | 5.

Call now and we'll send you important information fE an
with no obligation. Factfilled case studies document ,6 3 W L
how ISIS has helped companies like yours meet their ? L}M é
business objectives. Industry leaders already rely on | 7 (,jk d’ ﬂ
m.;w:;\;_s‘:“;‘w“"‘ ISIS. Shouldn’tyou find out why? 0_@
Vammiement SIS Call $00-635-0064 x1326 5. me

. : ca
R Information Request Number: PK-ISIS-2 ﬁ W s W
MBL A e

Information Systems, Inc. 7\\ ,

14600 Catalina Street, San Leandro, CA 94577 (510) 895-1313 Fax: (510) 483-4738 21 6 D'Zh 135

Internet: isis@mdli.com World Wide Web: http://www.mdli.com

©1995 by MDL Information Systems, Inc. ISIS and MDL are trademarks of MDL Information Systems, Inc. 93 \ @Q‘t/w‘ A é) %

| : oA
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ISCAN eye tracking
products set the pace for
performance and affor-
dability in the research
marketplace. Applica-
tions include fixation
monitoring, vision
research, advertising

research, psycho-visual — .,
experiments, reading gaze. Benchtop, head
studies, toxicology, human mounted and high speed
factors evaluation and versions as well as com-

drug or alcohol response.  puter data analysis software
are available. Complete

This laser based micropipette puller is the only Non-invasive, real-time  Eye Movement Monitoring
puller available that pulls all types of glass. video image processors  Laboratories or component
e automatically measure systems can be provided

.. .including QUARTZ and OPTICAL FIBERS.

pupil position and size and  to suit any research
compute subject’s point of application.

See our new web site at http://www.sutter.com

= Sutter
— Instrument Company

Novato, CA 84949, phone: 415-883-0128, fax: 415-883-0572

Circle No. 5 on Readers’ Service Card Circle No. 11 on Readers’ Service Card

Porsche Power
onh a PC,

or a-Mac, or a
Sun Workstation.

If you use electrophoresis in your research,
chances are you're not taking full advantage of
the technique by using image analysis— proba-
bly because the software you tried was either
difficult to use or limited in what applications
it could support.

Perform a wide variety of analytical tasks quick-
ly and easily with Bio Image I1Q™ Software.
This menu-driven package is self-installing and
self-tutoring. 1Q software supports whole band
1-D, 2-D, blot analysis, and colony / plaque

No matter what

counting. Prepare reports, annotate images for computer
publication, and compare data in your favorite you use,
spreadsheet and database programs- all without Bio Image 1Q™
leaving your keyboard. Software lets you
Take 1Q software for a test drive. To receive your ﬁ = take full advantage
demo disk, call us or E mail sales@bioimage.com. BIO Image of electrophoresis
by making image
Bio Image USA Bio Image France Bio Image U.K. Nihon Bio Image, Ltd. analysis powerful
TEL: (313) 930-9900 TEL: (1) 48.63.24.25 TEL: (44) 1270-886192 TEL: (81) 3-3280-0990 / 0932 yet easy-to-use.

g FAX: (313) 930-0990 FAX: (1) 48.63.72.99 FAX: (44) 1270-886100 FAX: (81) 3-3280-0991
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NO ANNUAL FEE and a Special

9.9%' Annual Percentage Rate

(APR) on Cash Advances and

Balance Transters for AAAS Members.

Call Now!
1-800-847-7378, ext. 400

Please use this priority code when calling: NTMG

The Annual Percentage Rate (APR) for purchases is 16.4%, which may vary. The APR is 9.9% on cash advances
through your first six statement closing dates commencing on the month after your account is opened and may vary
thereafter (applies to both new and outstanding cash advance balances). The current indexed rate for cash
advances is 16.4%, which may vary. The transaction fee for the purchase of wire transfers, money orders, bets,
lottery tickets, and casino gaming chips is 2% of each such purchase; $2 minimum, $25 maximum. Transaction
tee for two specifically designated Premium Access Checks® or Preferred Access Checks® will be waived.
The information about the cost of the card described in this application is accurate as of 1/35. The
information may have changed after that date. To find out what may have changed, call
1-800-847-7378.

*Cash advances cannot be used to pay off or pay down another MBNA® account.

MBNA America,® Premium Access Checks and Preferred Access Checks are federally registered service marks of
MBNA America Bank, N.A. MasterCard® is a federally registered service mark of MasterCard Intemational, Inc.,
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@Jﬂtw&ucz’ng the AAAS Visa® Gold
card, with NO ANNUAL FEE. Many AAAS
members have already discovered the bene-
fits of the AAAS Visa Gold card. Now, through
this special offer, you can join your colleagues
in carrying the only credit card endorsed by

the AAAS.

The American Association for the
Advancement of Science is pleased to present
a special introductory 9.9% APR on cash
advances.* As a part of your welcome package
you will receive two Premium Access Checks
that you can use to pay off or pay down other

credit cards and installment loans.

Extra benefits include:

* A 16.4% variable APR on purchases

« Higher lines of credit ... up to $50,000

* 30 minute credit line increases
Now you can carry the AAAS card with these
and many other unsurpassed benefits and

pay no annual fee.

Circle No. 8 on Readers’ Service Card




The Power to Inspire

Leica is the inspiration for
throwing light on increasingly
complex research problems.
Leica provides an efficient range
of equipment to suit the whole
spectrum of your scientific
work:

The universal LEICA OM R research
microscope, the LEICA TCS 40
confocal module and the range

of LEICA QUANTIMET image
analysis systems can solve the
most demanding applications.

By harnessing state-of-the-art
technologies, research

results can be produced in an
incredibly short time. Only
Leica can give you a
coordinated product range from
visualisation through analysis to
results. Please call us for further
details.

M&SI1/9%4 e

Leica Microscopy and Scientific Instruments Group

CH-9435 Heerbrugg, Switzerland

Tel: +4171703019 Circle No. 17 on Readers’ Service Card
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[ PERSONAL BIBLIOGRAPHIC DATABASES

These cost more:
ENDNOTE e DMSA4CITE e PRO-CITE
REFERENCE MANAGER e REF-11

This does more:

PAPYRUAa;;n

* Fast, powerful search capabilities.

Manages up to 2 million reference
citations. Stores up to 76,000 characters
and 700 keywords per reference.

Dozens of predefined output formats,
plus the ability to easily design your own.
100% compatible with WordPerfect*,
Microsoft Word*, Ami Pro*, WordStar,
XyWrite, Signature, ChiWriter, TEX.
*including Windows™ versions

Can also be used with virtually all other
word processors.

Able to import references from
national databases, CD-ROM files,
monthly diskette services, other
bibliography programs, or almost
any other database or text file.

Allows an unlimited number of
Notecards for each reference.

Powerful new user interface.
Fully compatible with Windows™

A\

e e s . Complete System $0Q
Macintosh version under development  Fuli money-back guarant

on purchase of CompleTe System.
~ Demo System $25
SOFTWARE DESIGN Dempﬂceae;ﬂegy;mrdw
A iz) em rchase.
2718 SW Kelly Street, Suite 181 : ; i
Portland, OR 97201 Outside North America. add $20 shipping

charge - U.S. funds, on a U.S. bank.

(503) 796-1368 FAX: 503-241-4260
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Wys‘grs Are Redefining the
Read You Can Achieve
‘rith Sequencers!

ns to Dr. Hilary Morrison for winning the first

"™ Championship Challenge. Dr. Morrison

d a double-stranded DNA sample that autosequenced* to
withi88:5% accuracy. To find out how LI-COR infrared
DNWuence increase the productivity of your lab, call for
i omnm*?‘

&go-sw -4267

il Free U.S, ada

LI-COR.

BIOTECHNOLOGY DIVISION

Phone: 402-467-0700
FAX: 4024670819

‘Dr Morrso mﬂl Sogin's Molecular Evolution Group at the Marine Biological
Hole, MA. Rmdlmflhs for the contest were determined using LI-COR’s
Il'mglR“‘ software to automatically call bases with no editing or operator involvement.

Do
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f you're the kind of researcher who questions
everything that could affect your results,
Genosys is your kind of peptide supplier.

We encourage healthy skepticism, but you'll
find there'’s never a doubt about a Genosys
peptide. That’s because every one of them is
100% satisfaction guaranteed. Every one is
quality-certified by mass spectral analysis and
HPLC. We even take extra steps to make sure
your peptide will be as soluble (and easy to
work with) as possible.

Choose the purity level and quantity that best
suits your research, and your budget. Pick your
modification: MAPS, biotin, N-acetylation,

- C-amidation, phosphotyrosme. D-amino acids,

non NOahassle antisera
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‘Building Your VIRTUAL Library

; Hew [lHUlI‘H!II[} BBTEI‘EHBESFUH} AGHUBHIII} Press

\/zr‘(" OGY
| PLUS

Order from your local bookseller

AP
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