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Aminoacyl-RNA Synthesis 
Catalyzed by an RNA 

Mali Illangasekare, Giselle Sanchez, Tim Nickles, Michael'Yarus 

An RNA has been selected that rapidly aminoacylates its 2'(3') terminus when provided 
with phenylalanyl-adenosine monophosphate. That is, the RNA accelerates the same 
aminoacyl group transfer catalyzed by protein aminoacyl-transfer RNA synthetases. 
The best characterized RNA reaction requires both Mg2+ and Ca2+. These results 
confirm a necessary prediction of the RNA world hypothesis and represent efficient 
RNA reaction (>lo5 times accelerated) at a carbonyl carbon, exemplifying a little 
explored type of RNA catalysis. 

T h e  modern protein aminoacyl-transfer 
RNA (tRNA) synthetases (aaR's) catalyze 
two essential translational reactions. They 
first activate the carbonyl groups of amino 
acids by forming aminoacyl-adenylates [aa- 
AMP (adenosine monophosphate); the acid 
anhydride of the amino acid and the 5' 
AMP phosphate]: 

aa + ATP + aa-AMP + PP, (1) 

(ATP, adenosine triphosphate) Then en- 
zyme-bound adenylate is used to esterify the 
2'(3') ribose terminus of a specific adapter 
RNA, transferring the aminoacyl group: 

aa-AMP + RNA + aa-RNA + AMP (2) 

Aminoacyl-RNA formed in reaction 2 do- 
nates its amino acid to the nascent peptide 
carboxyl at codons cognate to the adapter. 
We now show that a selected RNA can 
catalyze reaction 2. 

Phenylalanyl-AMP was synthesized and 
purified by established methods ( I ) ,  ending 
with preparative reversed-phase chromatog- 
raphy (Fig. 1). Because of slow aminoacyl 
migration from the 5'-phosphate of AMP to 
its 2'(3') hydroxyls ( 2 ) ,  the adenylate is 
necessarily contaminated with small 
amounts of 2'(3')-0-aminoacyl esters of 
AMP, a potential alternative form of acti- 
vated amino acid (Fig. 1). However, controls 
in which the unstable adenylate was quickly 
hydrolyzed before introduction of the RNA, 
leaving the more stable ribose esters of AMP, 
do not give' the reactions below. Thus the 
source of the Phe group in what follows was 
the adenylate, Phe-AMP, not the minor but 
inevitable Zt(3')-0-aminoacyl esters. 

RNA and Phe-AMP react during selec- 
tion and characterization at pH 7 and 0°C 
(3), with moderate concentrations of Na+,  
Kt ,  and Mg2+. Reaction components are 
otherwise unexceptional, except for inclu- 
sion of divalents such as Ca2+, Mn2+, and 
Zn2+ (see below). 
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Selection and amplification was depen- 
dent on  product trapping (Fig. 2), during 
which the small number of catalytic RNAs 
is covalentlv linked to the desired ~ r o d u c t .  
thereby making the catalyst seiectable. 
Phe-RNAs appearing after the incubation 
of a pool of randomized RNA sequences 
[50 contiguous randomized nucleotides; 
1.7 x 1014 distinct initial sequences (3)] 
with Phe-AMP were trapped and stabi- 
lized to hydrolysis (4) with a hydrophobic 
naphthoxyacetyl group. The  a-amino 
group of the amino acid was coupled to 
naphthoxyacetic acid with the N-hy- 
droxvsuccinimide (NHS)  ester of n a ~ h -  
thoxGacetic acid (5) to the acti;at- 
ed hydrophobe. A similar selection with 
only the NHS ester (not shown) did not 
yield reactive RNAs. Accordingly, this sys- 
tem should select aa-RNA; even highly var- 
ied RNAs in randomized pools of this size 
appear inert to NHS esters. 
. Reactive RNAs were resolved by means 

of a chromatographic system that responds 
strongly to addition of a large hydrophobic 
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Fig. 1. Fractionation of purified Phe-AMP by an- 
alytical HPLC. The profile shows A,,, after appli- 
cation of Phe-AMP to a C, porous glass column 
eluted with a gradient of acetonitrile and 0.1 M 
ammonium acetate, pH 4.5. Some impurities are 
marked. 
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group to a macromolecular RNA (6). Po- 
rous C,-glass high-performance liquid chro- 
matography (HPLC) (Fig. 3A) is virtually 
indifferent to  distinctions among normal 
RNAs (retention time, about 14.5 min- 
utes), and even to the addition of a mildly 
hydrophobic group like Phe-, as exemplified 
by the position of Phe-tRNAPhe (yeast). 
However, when Phe-RNA was derivatized 
with naphthoxyacetyl-, the RNA (exempli- 
fied by naphthoxyacetyl-Phe-tRNAPhe) 
eluted decisively later, near the positions of 
hydrophobic small molecules like naph- 
thoxyacetate and its NHS ester (Fig. 3A). 
Therefore, the trailing material behind the 
main peak of RNA was pooled and again 
amplified by complementary DNA (cDNA) 
synthesis and the polymerase chain reaction 
(PCR) (7) through 11 cycles of exposure to 
Phe-AMP and naphthoxyacetylation. The 
hydrophobic RNA fraction in the initial 
pool (Fig. 3B) was compared with the RNA 
after 11 rounds of selection (Fig. 3C). The 
comparison was based on the two identical- 
ly performed chromatograms, in which the 
entire pool was first fractionated and then 
the pooled "trail" (retention time, 17.5 to 
25 minutes) was concentrated by ethanol 
precipitation and rechromatographed. Al- 
though some sequences in the initial ran- 
dom pool had an affinity for the column 
(triangles, Fig. 3B), a new, more discrete 
fraction with this affinity was prominent 
after selection (triangles, Fig. 3C). 

The 17.5- to 25-minute trail from cycle 
11 (triangles, Fig. 3C) was converted to 
cDNA, cloned, and sequenced by dideoxy- 
nucleotide extension (7). Of 42 sequences, 
35 were each different from the other, 3 
were a set of identical sequences, and 4 
comprised sets of two. The three sets repre- 
sent three single parental sequences because 
the variety in the original pool was grossly 
insufficient to contain sequences identical 
over 50 randomized nucleotides. Therefore 
RNA at cycle 11 was diverse in structure 
and in origin, with 42 sampled individuals 
derived from 38 initial molecules. 

One in five clones, transcribed and test- 
ed individually by HPLC, was highly reac- 
tive with Phe-AMP. Isolate 29, which is 
characterized below and shown in Fig. 4, 
was one of the triplet of identical clones in 
the sequenced set. 

Isolate 29's calculated stable secondary 
structure (Fig. 4) shows two hairpin do- 
mains with small bulge and loop defects. 
This distribution of loops, bulges, and heli- 
ces is in excellent agreement with the 
RNA's kethoxal and lead susceptibilities; 
therefore the calculated secondary structure 
is realistic. The 3'  domain that bears the 
amino acid resembles the T 9 - C C A  domain 
of a tRNA in some respects. But this se- 
quence represents a single parent; accord- 
ingly, the relative importance of isolate 29's 
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substructures is not deducible from the orig- 
inal selection. 

We  have characterized the ~ r o d u c t  of 
the reaction of phenylalanyl-adenylate and 
isolate 29 RNA transcript. The  hydropho- 
bic product from this singular transcript was 
clearer than for the heterogeneous pool 
(Fig. 5). In particular, the reactive fraction 
was evident in the first chromatogram, and 
did not require refractionation (Fig. 3). Af- 
ter longer incubation, more than 90 percent 
of isolate 29 RNA (gel-purified to contain 

only the transcript of canonical length) was 
recovered as product. Because the charac- 
terization experiments below gave similar 
data, they can be represented by the data 
from one of them. A periodate experiment 
was chosen (Fig. 5) and is described below. 

Product formation required the reactions 
of Fig. 2, in the expected order. The hydro- 
phobic product required successive expo- 
sure to Phe-AMP, then naphthoxyacetyl- 
NHS. Neither Phe-AMP reaction alone, 
nor naphthoxyacetyl-NHS alone, produced 
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Fig. 2. Catalytic RNA selection by product trapping. A small number of hypothetical catalytic RNAs that 
can self-acylate is made more hydrophobic with a naphthoxyacetyl label. 
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Fig. 3. (A) HPLC system for fractionation of acyl- O.l 

ation mixtures. A,,, versus time (or volume at 1 ..>A.i 

ml/min) is shown for a reaction containing unacyl- 0.0 
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ated RNA. Positions of major species are marked; 5 - 1 0  15 20 25 30 
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products of reaction between tris or its contami- 
nants and naphthoxyacetyl-NHS. (B) Chromatography and rechromatography of RNA in randomized 
initial pool; solid lines and circles, fractionation of RNA reacted with phe-AMP, then naphthoxyacetyl- 
NHS; dotted line and triangles, refractionation of RNA eluting at 17.5 to 25 minutes. (C) Chromatography 
and rechromatography of RNA at cycle 11 of selection; solid line and circles, fractionation of RNA reacted 
with Phe-AMP, then naphthoxyacetyl-NHS; dotted line and triangles, refractionation of RNA eluting at 
17.5 to 25 minutes. 

the new species. Most telling, successive 
exposure to na~hthoxyacetyl-NHS, then to 
Phe-AMP in the absence of naphthoxy- 
acetyl-NHS also failed to generate the 
product. It appears that (Fig. 2) RNA must 
first be acylated, then the aminoacyl group 
can be naphthoxyacetylated to produce the 
chromatographic shift. 

The initial reaction product had the buff- 
er sensitivity that is characteristic of amino- 
acyl esters of ribose (4). Mild alkaline hy- 
drolysis after exposure to Phe-AMP (37°C 
for 1 hour, 0.2 M tris-HC1, pH 8) prevented 
appearance of the reaction product. 

The initial product appeared to be sub- 
sequently converted to N-blocked amino- 
acyl-RNA, as we intended (Fig. 2). Expo- 
sure to 20 mM Cuzt at pH 5.2 after expo- 
sure to Phe-AMP prevented formation of 
the product, but 20 mM Cuz' was without 
effect if Phe-AMP had been followed by 
naphthoxyacetyl-NHS. This corresponds to 
the sensitivity of aa-RNA to Cuzt-facilitat- 
ed hydrolysis, and the expected resistance 
to the same treatment after the a-amino 
group was blocked (8). 

Formation of the product required the 
guanosine terminal 2 ' (3 ' ) ribose hydroxyls. 
No result thus far distinguished between 
internal (2') aminoacylation and terminal 

Fig. 4. Isolate 29 RNA, shown in the most stable 
secondary structure found by Mfold (79), and con- 
firmed by chemical probing. Lowercase letters are 
fixed nucleotides, complementary to the PCR 
primers, and uppercase letters represent nucleoti- 
des originally randomized (3). 
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Fig. 5. Isolate 29 oxidized with periodate (9) be- 
fore (triangles) or after (circles) reaction with Phe- 
AMP, then naphthoxyacetylated and fractionated 
by HPLC (6). 

644 SCIENCE VOL. 267 3 FEBRUARY 1995 



2'(3') aminoacylation (7) (Fig. 1). Howev- 
er, periodate oxidation before exposure to 
Phe-AMP blocked product formation, 
whereas the same oxidation had no  effect 
after exposure to Phe-AMP (Fig. 5). Thus 
the 2'(3') cis-diol of the terminal ribose, 
which is oxidized very specifically by perio- 
date (9), was required for formation of the 
chromatographically detected product. 
Once acylated, the 2'(3') terminus would 
be blocked and resistant to subsequent pe- 
riodate oxidation, as was observed. The 
2'(3') terminal was also essential by other 
criteria; transcripts extended by one arbi- 
trary nucleotide (1 0)  were not acylated, and 
isolate 29 of normal length, but 2'(3') ter- 
minated by adenosine, was also inactive. 
Thus isolate 29 aminoacyl-RNA likely bore 
the aminoacyl at its 3' terminus, as would a 
modern aminoacyl-tRNA. 

Further confirmation of product structure 
was sought by synthesis of labeled adenylate, 
[3H]Phe-AMP (1 ), and characterization of 
the product after digestion with P1 nuclease. 
The P1 nuclease releases 5' mononucleoti- 
des from RNA, and would therefore release 
2'(3')-0-Phe-GMP (guanosine monophos- 
phate) from a 3' terminally acylated isolate 
29 RNA (Fig. 4). Controls showed that this 
product was stable at low pH in P1 nuclease 

Position (cm) 

Fig. 6. TLC (29) characterization of 3H from a PI 
nuclease digest (31) of [3H]Phe-RNAfrom reaction 
of isolate 29 transcript RNA and Phe-AMP. At the 
top of the chromatogram, the position of absor- 
bance or radioisotope (of marker nucleotides and 
derivatives) or ninhydrin color (for marker amino 
acids and peptides) is shown by labeled bars. 
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Fig. 7. TLC characterization of 3H (circles) and 32P 
(triangles) from PI nuclease digest of [3H]Phe-[a- 
32P]G-RNA. 

digests. Unlike tRNA, isolate 29 RNA has 
3' terminal G rather than A because, as 
indicated above, 2'(3') aminoacyl esters of 
AMP were spontaneously formed by amino- 
acyl migration in Phe-AMP (2), which was 
present in reactions at very large molar ex- 
cess over RNA. Because 2'(3')-0-Phe-AMP 
esters were unavoidable contaminants in ev- 
ery reaction, reisolation of this nucleotide 
might not definitively establish the reaction 
product. 

In order to compare the P1 product with 
a known standard, we prepared synthetic 
2'(3')-0-Phe-GMP by the method of Got- 
tikh et al, and further purified it by HPLC 
(4). The 3H of incorporated Phe, after P1 
digestion of Phe-RNA, migrated as a single 
product on thin-layer chromatography 
(TLC) (Fig. 6), which is consistent with a 
single terminal site of aminoacylation. 

The [3H]Phe-containing P1 nuclease 
product had a mobility indistinguishable 
from synthetic 2'(3')-0-Phe-GMP. The 
product was resolved from the potential 
contaminant 2'(3')-0-Phe-AMP, [isolated 
by P1 digestion of PheRs-synthesized 
[3H]Phe-tRNAPhe (yeast)]. Some of the 
breadth of the product peak (Fig. 6 )  was 
likely due+o the presence of both 2' and 3' 
phenylalanyl-esters of GMP; different posi- 
tions of esterification could be resolved un- 
der acid conditions like these (1 1 ). The 2' 
and 3'  esters may be formed directly or by 
rapid 2'(3') aminoacyl migration at the pH 
of the aminoacylation reaction (1 2). 

The P1 nuclease product from a 
[3H]Phe-AMP reaction with isolate 29 
RNA labeled by [ c ~ - ~ ~ P ] G T P  (guanosine 
triphosphate) during transcription is shown 
in Fig. 7. In this case, fractionation of the 
P1 .nuclease digest demonstrated cochro- 
matography of the 32P of GMP and 3H of 
phenylalanine, further supporting identifi- 
cation with 2'(3')-0-Phe-GMP. In addi- 
tion, the 32P product peak contained 1.9 
percent of recovered 32P. A parallel HPLC 
experiment suggested that 50 percent of the 
input RNA had been converted to the hy- 
drophobic RNA peak. Isolate 29 contained 
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Fig. 8. TLC characterization of 3H released by 
mild alkaline hydrolysis (32) of [3H]Phe-RNA. 

24 G's (Fig. 4); therefore we can predict 2.1 
percent (112 X 1/24) of 32P in product. The 
P1 digest product therefore represented 
>0.9 mole per mole of HPLC product; thus 
the peak recovered here quantitatively ac- 
counts for the observed reaction. 

Ribonuclease (RNase) A cuts after the 
3'  phosphate of pyrimidine nucleotides. 
RNase A releases [3H]Phe in a form chro- 
matographically indistinguishable from 
Phe-guanosine (1 3). Thus Phe is unequivi- 
cally 3' terminal. 

Finally, data in Fig. 8 confirmed that 
tritium released from isolate 29 [3H]Phe- 
RNA by mild alkaline hydrolysis was chro- 
matographically indistinguishable from 
phenylalanine, and, therefore is not (for 
example) Phe-Phe. Thus the selection (Fig. 
1)  identified an  RNA reacting with adenyl- 
ate, Phe-AMP, to give a product chemically 
similar to a biologically derived 2'(3')-0- 
aminoacyl-tRNA. 

The full complement of divalents in se- 
lection reactions (2) was not required for 
aminoacyl transfer. However, both Mg2+ 
and Ca2+ was required. The reaction 
stopped if calcium or magnesium were indi- 
vidually withdrawn. Aminoacylation was 
not restored if Mg2+ was increased from 10 
to 15 mM in the absence of Ca2+. However, 
the addition of 0.5 mM Ca2+ to 10 mM 
Mg2+ produced a virtually normal amount 
of product (in the presence of buffer and the 
monovalents) (2). We  do not yet know 
whether the isolate 29 RNA reaction re- 
quired the divalents in structural or catalytic 
roles or both. Nevertheless, the active com- 
plex may be termed a metallocatalyst, re- 
quiring both Mg2+ and Ca2+, but not other 
divalent metals, for rapid aminoacyl transfer. 

The aminoacylation of isolate 29 RNA 
was highly accelerated. Using the double 
HPLC criterion of Fig. 3, we detected no  
acylation of the initial pool. That is, con- 
trols (for example, without adenylate) were 
virtually indistinguishable from the full re- 
action shown in Fig. 3B. Estimating an  
upper limit for a hypothetical hydrophobic 
(trailing) peak, we find that after 2 hours at 
0°C at an initial concentration of 11 mM 
Phe-AMP, 5 1 . 3  x lop3 of random RNA 
has reacted. 

fraction-reacted 
krandam = time [Phe - AMP] 

The background rate is estimated as a sec- 
ond-order rate constant because isolate 29's 
reaction is approximately first order in both 
RNA and adenylate under our conditions. 
Lability of the adenylate and the ester prod- 
uct have been neglected. This slow rate is 
also consistent with previous experiments 
(14), showing that poly(U) and poly(A) are 
unreactive with phe-AMP. 
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We  have observed 50 percent reaction 
of isolate 29 RNA in 2 minutes at O°C with 
2 mM Phe-AMP. 

- 1 - 
klsalate 29 - - 

(Phe - AMP)tl12 

By comparison with initial randomized 
RNA, the isolate 29 RNA reaction was 
approximately 250,000 times or more ac- 
celerated. 

Therefore an  RNA catalvzes the amino- 
acyl group transfer reaction which compris- 
es the second step of the protein aaRs reac- 
tion. The RNA selected here (Fig. 4) is a 
good catalyst (15), in the sense that it 
rapidly becomes acylated under "ordinary" 
conditions and concentrations of compo- 
nents. However. we have not shown wheth- 
er it is an  enzyme (cyclically forms a 
Michaelis comolex). 

There seem to be four salient implica- 
tions. First, this makes accessible an  unex- 
plored type of RNA catalyst. Plausibly, the 
RNA facilitates attack of a terminal RNA 
ribose alkoxide on the activated carbonyl of 
Phe-AMP. Thus these RNAs potentially 
provide a forum for study of RNA-activated 
nucleophilic attack at a carbonyl carbon. 
This might reveal new RNA catalytic facil- 
ities, hinted at by the work of Piccirilli et al. 
(1 6)  on hydrolysis of an  aminoacyl oligonu- 
cleotide, and Noller et al. (1 7) on peptidyl 
transfer. but not oreviouslv available in an 
efficient, simple iorm. ' 

A second ooint concerns the reauire- 
ment for ca2+:  It has been argued that 'great 
catalytic variety is accessible to RNAs via 
the varied chemistry of associated divalents 
(18). A n  uncharacterized, but essential 
function for Ca2+,  not fulfilled by Mg2+ (or 
by low concentrations of Cu2+, Mn2+ , or 
ZnZ+) supports this idea. A testable specu- 
lation on the mechanism may be based on 
the known abilitv of Ca2+ to use ribose 
hydroxyl oxygens as direct ligands (19). 
Such Ca2+ bindine dould activate the ri- - 
bose hydroxyl groups by helping to dissoci- 
ate a hvdroeen ion. Whatever the s~ecif ic  
role of ca2+", these results also argue for use 
of a varietv of ions in RNA selections. 

The third implication is evolutionary. 
Aminoacyl adenylates and aminoacyl- 
RNAs are universal translational interme- 
diates in modem organisms. Therefore they 
are ancient, probably dating to the last 
common ancestor of all life on  earth, or 
before. O n  the hv~othesis that modem bi- , . 
ology derives by succession from an earlier 
RNA world (20). in which RNA was the ~ ,. 
predominant catalyst, it is necessarily pre- 
dicted that RNA be able to catalvze some 
form of translation, so as to give rise to 
coded peptides. The rise of specific peptides 

as catalvsts and structural elements is. in 
fact, the event which marks the logical 
gateway from the RNA world to the current 
nucleoprotein world. The current finding, 
that an RNA can efficiently catalyze a uni- 
versal step in modern translation, is there- 
fore a step toward an  experimental demon- 
stration that the gateway exists. 

Amino acid activation (step 1 of the 
aaR's reaction) is now an  immediate goal. In 
this connection, the group 1 active center 
has a discriminating site for the splicing 
cosubstrate guanosine (21 ), and much small- 
er RNAs have been selected that selectively 
bind ATP (22) and guanosine diphosphate 
(23). RNAs also bind and distineuish the 
side chains and enantiomorphs of bYoth polar 
amino acids like arginine (24) and nonpolar 
ones like valine (25). RNAs therefore bind 
both substrates for amino acid activation. 
Protein aaR's apparently catalyze activation 
(aminoacyl-AMP synthesis) by entropic 
means, binding and apposing ATP and the 
amino acid so as to favor their reaction, 
rather than by more sophisticated catalytic 
devices (26). It seems likely that RNA, for 
which binding of both nucleotides and ami- 
no  acids is already established, will be able 
to activate" amino acids by  this same strate- 
gy. Therefore a complete RNA aaR's now 
appears conceivable. 

Finally, peptidyl transferase and isolate 
29 RNA probably have similar transition 
states, because peptidyl transferase is inhib- 
ited by a transition state analog based on a 
tetrahedral, polar carbonyl (27). Because 
this work suggests that such a transition 
state can be hosted by an  RNA, it supports 
the idea (1 7) that RNA can also catalyze 
peptide synthesis. The evolution of transla- 
tion, from the origin of the simplest genetic 
code (28) through the advent of aminoacyl- 
RNAs and peptidyl transferase may there- 
fore require only currently demonstrable 
RNA activities. 

REFERENCES AND NOTES 

1. P. Berg, J. Biol. Chem. 233, 608 (1958). Synthesis 
followed the described procedure, except for a final 
chromatographic purification. Only the small-scale 
synthesis of [3H]Phe-AMP was described. I3H]Phe 
(2.75 mCi, Amersham; 124 Cilmmol) was dried at 
reduced pressure, combined with 15 pmol of 
nonisotopic L-Phe and 15 kmol of 5'-AMP (Sigma), 
and dissolved in 7 ~1 of H,O. To this solution, 79 p1 of 
pyridine and 19 p1 of 0.8 N HCI were added at 0°C 
and, then 0.38 mmol of dicyclohexylcarbodiimide in 
86 pI of pyridine, was added with stirring over ice for 
3 hours. Two volumes of acetone at -20°C were 
used to precipitate the solids, which were collected 
by centrifugation. The pellet was rinsed first with ac- 
etone and ethanol (60:40) and then ether; it was then 
dissolved in 400 p1 of H,O at 0°C and adsorbed to a 
Sep-Pak C,, column (Waters 51 91 O), that had been 
washed with acetonitrile and then H,O. The ad- 
sorbed adenylate was washed with 15 ml of water, 
and the adenylate was eluted in -1 ml of absolute 
methanol; the liquid was removed by evaporation at 
reduced pressure, and the material was stored dry at 
-70°C under argon until use. Such a preparation, 
dissolved in H,O, is characterized in Fig. 1. The 

HPLC was conducted as for RNA (6); Phe-AMP 
elutes in -22% acetonitrile at 23°C. 

2. N.S.M.D. Wickramasinghe, M. P. Staves, J. C. 
Lacey, Biochemistry 30, 2768 (3991), 

3. For the RNA pool, selected RNAs were T7 RNA 
polymerase transcripts (10) of: 5'-CGG AAG CTT 
CTG CTA CAT GCA ATG G - N,, - CAC GTG TAG 
TAT CCT CTC CC << T ATA GTG AGT CGT ATT 
AGA ATT CGC-3'. N implies equimolar nucleotides 
and << the transcript start. For renaturation, 4.7 x 
1014 molecules of gel-purified 95-nucleotide (nt) 
transcript RNA (from 1.7 X 1014 independently syn- 
thesized DNA templates) having a central tract of 50 
randomized positions were heated at 65°C in 20 pI of 
1 mM Mg" for 3 minutes, then quenched in ice. For 
the reaction with adenylate during selection, a salt- 
and-buffer mixture was added containing 100 mM 
Hepes (final pH about 7), 20 mM potassium acetate, 
200 mM NaCI, 5 mM CaCI,, 10 pM CuSO,, 2 pM 
FeCI,, 10 mM MgCI,, 100 pM MnCI,, and 5 pM 
ZnCI, in a final volume of 50 pI, with 6 to 8 mM 
Phe-AMP (1) present initially. During acylation Cu2+, 
provided for possible utilization in an RNA structure 
(19), is far below that used to hydrolyze aminoacyl- 
RNA (8). For selections, incubation was continued on 
ice for 30 minutes, then at room temperature for 15 
minutes. The reaction was stopped by the addition of 
sodium acetate (pH 5.2) to 300 mM in 150 pI, then 
two volumes of ethanol, then centrifugation. The re- 
action during characterization was as described, ex- 
cept for 10 mM MgCI, and 5 mM CaCI, (no other 
divalent metals), 2 mM initial Phe-AMP, 100 pM 
EDTA, and 0.5 to 2 pg of gel-purified isolate 29 RNA 
at 0°C. Products were characterized when about 50 
percent of the RNA appeared acylated by HPLC. 

4. B. P. Gottikh, A. A. Krayevsky, N. B. Tarussova, P. 
P. Purygin, T. L. Tsilevich, Tetrahedron 26, 4419 
(1970). For the synthesis of Phe-2'(3')-0-GMP, a 
modification of the above was used; 375 pmol of 
carbonyldiimidazole (Sigma) and tBOC-L-phenyla- 
lanine (Sigma) were dissblved in dry tetrahydrofu- 
ran. After 10 minutes at 23'C, this mixture was 
added to 20 pmol of disodium 5' GMP in 500 pI of 
.acetonitrile and H,O (1 : 4 by vol). After 20 minutes, 
this was poured into 15 ml of acetone at 20°C and 
centrifuged; the sedimented solids were dried un- 
der vacuum. The phenylalanine was deprotected 
by dissolving in 500 pI of trifluoroacetic acid (Fluka), 
and rapidly removing the trifluoroacetic acid at re- 
duced pressure. The deprotected product was first 
purified by preparative TLC (30). An apparently uni- 
form band in about 16 percent yield (R, = 0.49) 
was eluted in water. However, the water-eluted 
TLC band was resolved into two materials by HPLC 
on C,, glass (Rainin 80-225-C5) in a water-aceto- 
nitrile gradient. One (70 percent by A,,,) was the 
desired product Phe-2'(3')-0-GMP, which had a 
spectrum like that of 5'-GMP and was resistant to 
periodate until treated with mild alkali. The unex- 
pected product (30 percent) was sensitive to perio- 
date, and resistant to mild alkali. On the basis of 
these properties and a new absorbtion peak at 275 
nm, the contaminant may have been aminoacy- 
lated at the G base. 

5. 1. C. Gillam, D. Blew, R. C. Warrington, M. von Tiger- 
strom, G. M. Tener, Biochemistry7,3459 (1 968). For 
derivatization, avariation of this procedure was used. 
Precipitated and pelleted reaction products contain- 
ing aa-RNA were redissolved in 100 pI of 100 mM 
tris-HCI, pH 8, 70 percent (vlv) dimethyl sulfoxide 
(DMSO), containing 250 mM naphthoxyacetyl-NHS 
ester (Sigma), and held for 10 minutes at 25°C. Vol- 
ume was increased to 300 k1 with sodium acetate, 
pH 5.2, to a final concentration of 300 mM, 70 per- 
cent DMSO, then 3 volumes of ethanol was added, 
and the precipitate collected by centrifugation. 

6. For HPLC, centrifuged RNA products were redis- 
solved in 200 p1 of 100 mM ammonium acetate, pH 
4.5, containing 50 percent (v/v) DMSO. This material 
was filtered and injected into a two-pump Waters 
chromatograph with a 481 absorbance monitor, and 
an electronic gradient controller. A C, porous glass 
column (Rainin Dynamax-300A; 4.6 X 250 mm) was 
eluted for 2 minutes with 100 mM ammonium ace- 
tate, pH 4.5, then with a 1 hour exponential gradient 
(Waters profile 3) at 1 mllmin consisting of 100 per- 

SCIENCE * VOL. 267 * 3 FEBRUARY 1995 



RESEARCH ARTICLE 

10. 

cent 100 mM ammonium acetate, pH 4.5, to 52 12. 
percent ammonium acetate and 48 percent acetoni-
trile (Mallinckrodt HPLC grade). Underivatized RNA 13. 
elutes in about 31 percent acetonitrile at 23°C. 
C. Tuerk and L. Gold, Science 249, 505 (1990). Re­
verse transcription occurs at pH 8.3 and 37°C for 60 14. 
minutes; internal 2'-aminoacyl linkages should hy-
drolyze, removing such potential blocks to isolation 15 
of internally acylated RNAs. 
P. Schofield and P. C. Zamecnik, Biochim. Biophys. 
Acta 155, 410 (1968). Cu2 + reactions contained 20 
mM CuS04, 50 mM sodium acetate, pH 5.2, and 10 16. 
mM MgCI2, and were held at 30 minutes at 23°C. 
The reaction was stopped with a two molar excess of 17. 
EDTA, and precipitated with ethanol before chroma- 18. 
tography. 19. 
A. Steinschneider and H. Fraenkel-Conrat, Bio­
chemistry 5, 2729 (1966). Periodate reactions con- 20. 
tained 8.2 mM Nal04, 30 mM sodium acetate, pH 21. 
5.2, 60 mM NaCI, 6 mM MgCI2, for 120 minutes in 22. 
the dark at 0°C. Residual periodate was consumed 
by addition of two times molar excess of glucose, 23. 
followed by gel filtration and ethanol precipitation 
before HPLC fractionation. 24. 
J. F. Milligan, D. R. Groebe, G. W. Witherall, O. C. 
Uhlenbeck, Nucleic Acids Res. 15, 8783 (1987). 
C. S. McLaughlin and V. M. Ingram, Biochemistry 4, 25. 
1442(1965). 

R. Wolfenden, D. H. Rammler, F. Lipmann, ibid. 3, 
329(1964). 
The mobility of Phe-guanosine was 0.83 that of phe­
nylalanine in r?-butanol, acetic acid, and water (65: 
1.5:2.0) on silica gel TLC. 
A. L. Weber and J. C. Lacey, J. Mol. Evol. 6, 309 
(1975). 
Isolate 29 is a "catalyst" even though we have not 
followed turnover; its reaction parallels self-evidently 
catalytic proteases that form an acyl intermediate, 
which subsequently hydrolyses. 
J. A. Piccirilli, T. S. McConnell, A. J. Zaug, H. F. 
Noller, T. R. Cech, Science 256, 1420 (1992). 
H. F. Noller, V. Hoffarth, L Zimniak, ibid., p. 1416. 
M. Yams, FASEBJ. 7, 31 (1993). 
E. A. Brown and C. E. Bugg, Acta Crystallogr. B36, 
2597(1980). 
W. Gilbert, Nature 319, 618 (1986). 
B. Bass and T. R. Cech, ibid. 308, 820 (1984). 
M. Sassanfar and J. W. Szostak, ibid. 364, 550 
(1993). 
G. J. Connell and M. Yams, Science 264, 1137 
(1994). 
M. Yams, ibid. 240, 1751 (1988); G. J. Connell, M. 
Illangesekare, M. Yams, Biochemistry 32, 5497 
(1994). 
I. Majerfeld and M. Yams, Nature Struct. Biol. 1, 287 
(1994). 

26. A. R. Fersht, Biochemistry 26, 8031 (1987); H. Bel-
rhali etal., Science 263, 1432 (1994); J. Cavarelli et 
al.,EMBOJ. 13,327(1994). 

27. M. Welch, J. Chastang, M. Yams, Biochemistry 34, 
385(1995). 

28. M. Yams, in The RNA World, R. F. Gesteland and J. 
F. Atkins, Eds. (Cold Spring Harbor Laboratory 
Press, Cold Spring Harbor, NY, 1993), p. 205. 

29. J. A. Jaeger, D. H. Turner, M. Zuker, Methods Enzy-
mo/. 183, 281 (1990). 

30. TLC was performed at 23°C on cellulose layers 
(Quantum Industries Q2F) eluted with r?-butanol, 
acetic acid, and H20 (5:2:3). Phe-RNAs analyzed 
by hydrolysis and TLC had been isolated by gel 
filtration to ensure that all were covalently bound to 
the RNA. 

31. P1 nuclease digests were conducted with about 1 to 
2 |xg of RNA and 4 units of P1 nuclease (Bethesda 
Research Labs) in 10 JULI of 30 mM sodium acetate, 
pH 5.2 at 23°C for 15 minutes 

32. Hydrolysis utilized 50 mM Na2C03 buffered at pH 10 
for 15 minutes at 37°C. 

33. This work was supported by NIH research grant 
GM30881 and GM48080 to M.Y. We thank J. Chas­
tang, J. Ciesiolka, I. Majerfeld, M. Sprinzl, and S. 
Zinnen for comments on a draft. 

30 September 1994; accepted 6 January 1995 

AAAS-Newcomb Cleveland Prize 
To Be Awarded for a Report, Research Article, or 

an Article Published in Science 

The AAAS-Newcomb Cleveland Prize is awarded 
to the author of an outstanding paper published in 
Science. The value of the prize is $5000; the winner 
also receives-a bronze medal. The current com­
petition period began with the 3 June 1994 issue and 
ends with the issue of 26 May 1995. 

Reports, Research Articles, and Articles that in­
clude original research data, theories, or syntheses 
and are fundamental contributions to basic knowl­
edge or technical achievements of far-reaching con­
sequence are eligible for consideration for the prize. 
The paper must be a first-time publication of the au­
thor's own work. Reference to pertinent earlier work 
by the author may be included to give perspective. 

Throughout the competition period, readers are 

invited to nominate papers appearing in the Reports, 
Research Articles, or Articles sections. Nominations 
must be typed, and the following information pro­
vided: the title of the paper, issue in which it was 
published, author's name, and a brief statement of 
justification for nomination. Nominations should be 
submitted to the AAAS-Newcomb Cleveland Prize, 
AAAS, Room 924,1333 H Street, NW, Washington, 
DC 20005, and must be received on or before 30 
June 1995. Final selection will rest with a panel of 
distinguished scientists appointed by the editor-in-
chief of Science. 

The award will be presented at the 1996 AAAS 
annual meeting. In cases of multiple authorship, 
the prize will be divided equally between or among 
the authors. 

SCIENCE • VOL. 267 • 3 FEBRUARY 1995 647 


