
















Results of efforts to map and sequence the human 
genome, either published or in press by July 3 1, 1990, are 
depicted in the bars surrounding the ideogram of each of 
the 24 chromosomes. Each type of bar is labeled at the top 
of the wall chart. The data are illustrated as colored 
intervals according to logarithmic or linear scales, as 
shown in the lepend. Further information. including a 
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in centimorgans for loci selected from published maps to 
give an illustrative map with a resolution averaging 10 to 
20 cM. The POLYMORPHISMS bar indicates the number of 
known polymorphic loci allocated to the cytogenetic in- 
tervals formed by the linkage map. Lines connect the bar 
to the ideogram for those loci with a precise cytogenetic 
map localization. 
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intervrtls according t o  logarith~nio 01- linear scales. as 
\lictwn in the legenct. Fitrther information, including a 
description of the ttllocation and estiniation proceclures, 
appears on the back and in the accompaiiyir~g article ( J .  C. 
Stephens o r  tll.) in the October 12, 1'390 is\ue of Sciertcqc. that was estintated to ex 

Thc St:~tlt-tc.i. dc~isity bas indicates progres\ tocvards The P1tour;s distribr 
determining ~ I I C  cc)i~~ple{e DNA scy uence of each chronno- scientific research activl 
some band. AII estiriiate of  progress for each harid was number of probe., idet 
obtainecf. b~ dividing the lengtl~ of' hrtown DNA se- clones and PCR primer5 
yuence currently allocatecl to the band by tlie l e n ~ t h  - The GL \I.S cle~~sity t 

1 9'30Sceif-,vat., a publication of I h c  American Association for the Arivanccment of Science. 



ted to exist in that band. tifying all genes in each band. As w 
3 distribution bar reflects the extent of estimate of progress was calculated by d 
-ch activity for each band by showing the ber of known genes allocated to the band 
bes (defined pieces of DNA including total number of genes in the band. 
! primers) allocated to the band. The LINKAGE MAP, shown as the heal 
density bar shows progress towards iden- the polymorphism bar, depicts relative o 

sporzsor.ed b~ t) Pharmacia 



to the ideogram f'or t t l o ~  loci wit11 a precise cytogcnt;: 
~n:tp locaIi/ation. 

Kepre,cfitati\i~. genes arc idctitifie~f by their alp1 
numeric symbols to the left of'tlie icleogrnm. Vest icai b 

As %pith seyucnce. a11 \how 111~ b;iiicf (or h a ~ ~ f s  i t '  lebs precisely ~nappect) krlo 
ed by dividing the 11un1- t o  cont~~in  each ge~le. Nt~nles and dixasc associatioiih 
le bar~ci by tile estimated irl the t~tblc o r 1  the back. Thosc gems WCI'C ~ [ I C I L I C  
i. becauw of their location in band\ of  high inform:it 
he heavy right bor'dcr of contcnt or hccaube of  their i~~ter'e\t to the broad scient~ 
2tij.e orc.lel- anti distance cotnltiuriity or- tlie goncl-al p~~bl ic .  






